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<120> Human proteins having hydrophobic domains and DNAs encoding these 
proteins 

<130> 2003-0986/WMC/01791 

<140> 10/019,114 
<141> 2000-06-16 

<150> JP 11-188835 
<151> 1999-07-02 

<160> 30 

<210> 1 
<211> 233 
<212> PRT 

<213> Homo sapiens 
<400> 1 

Met Trp Gin Leu Leu Ala Ala Ala Cys Trp Met Leu Leu Leu 

1 5 10 

Met Tyr Gly Tyr Asp Lys Lys Gly Asn Asn Ala Asn Pro Glu 
20 25 30 

Met Asn lie ser Gin lie lie Ser Tyr Trp Gly Tyr Pro Tyr 

35 40 45 

Tyr Asp Val Thr Thr Lys Asp Gly Tyr lie Leu Gly lie Tyr 

50 55 60 

Pro His Gly Arg Gly Cys Pro Gly Arg Thr Ala Pro Lys Pro 

65 70 75 

Tyr Leu Gin His Gly Leu lie Ala Ser Ala Ser Asn Trp lie 

85 90 
Leu Pro Asn Asn Ser Leu Ala Phe Leu Leu Ala Asp Ser Gly 
100 105 110 



Gly Ser 

15 
Ala Asn 

Glu Glu 

Arg lie 

Ala val 
80 

Cys Asn 

95 
Tyr Asp 



1 



val Trp Leu Gly Asn Ser Arg Gly Asn Thr Trp Ser Arg Lys His Leu 

115 120 125 

Lys Leu Ser Pro Lys Ser Pro Glu Tyr Trp Ala Rhe Ser Leu Asp Glu 

130 135 140 

Met Ala Lys Tyr Asp Leu Pro Ala Thr lie Asn Phe lie lie Glu Lys 
145 150 155 160 

Thr Gly Gin Lys Arg Leu Tyr Tyr Val Gly His ser Gin Gly Thr Thr 

165 170 175 

lie Ala Phe lie Ala Phe Ser Thr Asn Pro Glu Leu Ala Lys Lys lie 

180 185 190 

Lys lie Phe Phe Ala Leu Ala Pro val val Thr val Lys Tyr Thr Gin 

195 200 205 

Ser Pro Met Lys Lys Leu Thr Thr Leu Ser Arg Arg val val Lys val 

210 215 220 

cys Asp Phe Pro Ser Phe Asn Leu Lys 
225 230 

<210> 2 

<211> 273 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Arg Gly Ser Gin Glu val Leu Leu Met Trp Leu Leu val Leu Ala 

15 10 15 

Val Gly Gly Thr Glu His Ala Tyr Arg Pro Gly Arg Arg val Cys Ala 

20 25 30 

val Arg Ala His Gly Asp Pro val ser Glu ser Phe val Gin Arg val 

35 40 45 

Tyr Gin Pro Phe Leu Thr Thr Cys Asp Gly His Arg Ala Cys Ser Thr 

50 55 60 

Tyr Arg Thr lie Tyr Arg Thr Ala Tyr Arg Arg Ser Pro Gly Leu Ala 
65 70 75 80 

Pro Ala Arg Pro Arg Tyr Ala Cys Cys Pro Gly Trp Lys Arg Thr Ser 
85 90 95 

2 



Gly Leu Pro Gly Ala Cys Gly Ala Ala lie Cys Gin Pro Pro Cys Arg 

100 105 110 

Asn Gly Gly Ser Cys val Gin Pro Gly Arg Cys Arg Cys Pro Ala Gly 

115 120 125 

Trp Arg Gly Asp Thr Cys Gin Ser Asp val Asp Glu Cys Ser Ala Arg 

130 135 140 

Arg Gly Gly Cys Pro Gin Arg Cys val Asn Thr Ala Gly ser Tyr Trp 
145 150 155 160 

Cys Gin Cys Trp Glu Gly His Ser Leu Ser Ala Asp Gly Thr Leu Cys 

165 170 175 

Val Pro Lys Gly Gly Pro Pro Arg Val Ala Pro Asn Pro Thr Gly val 

180 185 190 

Asp Ser Ala Met Lys Glu Glu Val Gin Arg Leu Gin Ser Arg Val Asp 

195 200 205 

Leu Leu Glu Glu Lys Leu Gin Leu val Leu Ala Pro Leu His Ser Leu 

210 215 220 

Ala Ser Gin Ala Leu Glu His Gly Leu Pro Asp Pro Gly Ser Leu Leu 
225 230 235 240 

val His Ser Phe Gin Gin Leu Gly Arg lie Asp Ser Leu Ser Glu Gin 

245 250 255 

lie Ser Phe Leu Glu Glu Gin Leu Gly Ser Cys Ser Cys Lys Lys Asp 
260 265 270 

Ser 

<210> 3 
<211> 282 
<212> PRT 

<213> Homo sapiens 
<400> 3 

Met Ser Gly Ser Ser Leu Pro Ser Ala Leu Ala Leu Ser Leu Leu Leu 

15 10 15 

val Ser Gly Ser Leu Leu Pro Gly Pro Gly Ala Ala Gin Asn Glu Pro 

20 25 30 

Arg lie val Thr Ser Glu Glu val lie lie Arg Asp ser Pro Val Leu 

35 40 45 

3 



Pro val Thr Leu Gin Cys Asn Leu Thr Ser Ser Ser His Thr Leu Thr 

50 55 60 

Tyr Ser Tyr Trp Thr Lys Asn Gly val Glu Leu Ser Ala Thr Arg Lys 
65 70 75 80 

Asn Ala Ser Asn Met Glu Tyr Arg lie Asn Lys Pro Arg Ala Glu Asp 

85 90 95 

Ser Gly Glu Tyr His Cys val Tyr His Phe val Ser Ala Pro Lys Ala 

100 105 110 

Asn Ala Thr lie Glu val Lys Ala Ala Pro Asp lie Thr Gly His Lys 

115 120 125 

Arg Ser Glu Asn Lys Asn Glu Gly Gin Asp Ala Thr Met Tyr Cys Lys 

130 135 140 

Ser val Gly Tyr Pro His Pro Asp Trp lie Trp Arg Lys Lys Glu Asn 
145 150 155 160 

Gly Met Pro Met Asp lie val Asn Thr Ser Gly Arg Phe Phe lie lie 

165 170 175 

Asn Lys Glu Asn Tyr Thr Glu Leu Asn lie val Asn Leu Gin lie Thr 

180 185 190 

Glu Asp Pro Gly Glu Tyr Glu cys Asn Ala Thr Asn Ala lie Gly Ser 

195 200 205 

Ala ser val val Thr val Leu Arg val Arg ser His Leu Ala Pro Leu 

210 215 220 

Trp Pro Phe Leu Gly lie Leu Ala Glu lie lie lie Leu val val lie 
225 230 235 240 

lie Val Val Tyr Glu Lys Arg Lys Arg Pro Asp Glu Val Pro Asp Asp 

245 250 255 

Asp Glu Pro Ala Gly Pro Met Lys Thr Asn Ser Thr Asn Asn His Lys 

260 265 270 

Asp Lys Asn Leu Arg Gin Arg Asn Thr Asn 
275 280 



<210> 4 
<211> 238 



4 



<212> PRT 

<213> Homo sapiens 
<400> 4 

Met Ser Leu Asn Glu His Ser Met Gin Ala Leu Ser Trp Arg Lys Leu 

15 10 15 

Tyr Leu Ser Arg Ala Lys Leu Lys Ala Ser Ser Arg Thr Ser Ala Leu 

20 25 30 

Leu ser Gly Phe Ala Met val Ala Met val Glu val Gin Leu Asp Ala 

35 40 45 

Asp His Asp Tyr Pro Pro Gly Leu Leu lie Ala Phe Ser Ala Cys Thr 

50 55 60 

Thr val Leu val Ala val His Leu Phe Ala Leu Met lie Ser Thr Cys 

65 70 75 80 

lie Leu Pro Asn lie Glu Ala Val Ser Asn val His Asn Leu Asn Ser 

85 90 95 

val Lys Glu Ser Pro His Glu Arg Met His Arg His lie Glu Leu Ala 

100 105 110 

Trp Ala Phe Ser Thr val lie Gly Thr Leu Leu Phe Leu Ala Glu val 

115 120 125 

Val Leu Leu Cys Trp Val Lys Phe Leu Pro Leu Lys Lys Gin Pro Gly 

130 135 140 

Gin Pro Arg Pro Thr Ser Lys Pro Pro Ala Ser Gly Ala Ala Ala Asn 

145 150 155 160 

val Ser Thr Ser Gly lie Thr Pro Gly Gin Ala Ala Ala lie Ala Ser 

165 170 175 

Thr Thr lie Met val Pro Phe Gly Leu lie Phe lie Val Phe Ala val 

180 185 190 

His Phe Tyr Arg Ser Leu val Ser His Lys Thr Asp Arg Gin Phe Gin 

195 200 205 

Glu Leu Asn Glu Leu Ala Glu Phe Ala Arg Leu Gin Asp Gin Leu Asp 

210 215 220 

His Arg Gly Asp His Pro Leu Thr Pro Gly Ser His Tyr Ala 

225 230 235 

5 



<210> 5 
<211> 372 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Met Leu Ala Asn Ser Ser ser Thr Asn ser ser val Leu Pro Cys Pro 

15 10 15 

Asp Tyr Arg Pro Thr His Arg Leu His Leu val val Tyr ser Leu val 

20 25 30 

Leu Ala Ala Gly Leu Pro Leu Asn Ala Leu Ala Leu Trp val Phe Leu 

35 40 45 

Arg Ala Leu Arg Val His ser val Val Ser Val Tyr Met Cys Asn Leu 

50 55 60 

Ala Ala Ser Asp Leu Leu Phe Thr Leu Ser Leu Pro val Arg Leu Ser 
65 70 75 80 

Tyr Tyr Ala Leu His His Trp Pro Phe Pro Asp Leu Leu Cys Gin Thr 

85 90 95 

Thr Gly Ala lie Phe Gin Met Asn Met Tyr Gly ser Cys lie Phe Leu 

100 105 110 

Met Leu lie Asn Val Asp Arg Tyr Ala Ala lie val His Pro Leu Arg 

115 120 125 

Leu Arg His Leu Arg Arg Pro Arg val Ala Arg Leu Leu Cys Leu Gly 

130 135 140 

val Trp Ala Leu lie Leu val Phe Ala val Pro Ala Ala Arg Val His 
145 150 155 160 

Arg Pro Ser Arg Cys Arg Tyr Arg Asp Leu Glu Val Arg Leu Cys Phe 

165 170 175 

Glu ser Phe Ser Asp Glu Leu Trp Lys Gly Arg Leu Leu Pro Leu Val 

180 185 190 

Leu Leu Ala Glu Ala Leu Gly Phe Leu Leu Pro Leu Ala Ala val val 

195 200 205 

Tyr Ser Ser Gly Arg val Phe Trp Thr Leu Ala Arg Pro Asp Ala Thr 



210 215 220 

Gin Ser Gin Arg Arg Arg Lys Thr val Arg Leu Leu Leu Ala Asn Leu 
225 230 235 240 

val lie Phe Leu Leu Cys Phe val Pro Tyr Asn Ser Thr Leu Ala val 

245 250 255 

Tyr Gly Leu Leu Arg Ser Lys Leu Va1 Ala Ala Ser val Pro Ala Arg 

260 265 270 

Asp Arg val Arg Gly val Leu Met val Met val Leu Leu Ala Gly Ala 

275 280 285 

Asn Cys val Leu Asp Pro Leu Val Tyr Tyr Phe Ser Ala Glu Gly Phe 

290 295 300 

Arg Asn Thr Leu Arg Gly Leu Gly Thr Pro His Arg Ala Arg Thr Ser 
305 310 315 320 

Ala Thr Asn Gly Thr Arg Ala Ala Leu Ala Gin Ser Glu Arg Ser Ala 

325 330 335 

Val Thr Thr Asp Ala Thr Arg Pro Asp Ala Ala Ser Gin Gly Leu Leu 

340 345 350 

Arg Pro ser Asp Ser His Ser Leu Ser Ser Phe Thr Gin cys Pro Gin 

355 360 365 

Asp Ser Ala Leu 
370 

<210> 6 

<211> 146 

<212> PRT 

<213> Homo sapiens 

<400> 6 

Met Trp Lys Leu Trp Arg Ala Glu Glu Gly Ala Ala Ala Leu Gly Gly 

15 10 15 

Ala Leu Phe Leu Leu Leu Phe Ala Leu Gly val Arg Gin Leu Leu Lys 

20 25 30 

Gin Arg Arg Pro Met Gly Phe Pro Pro Gly Pro Pro Gly Leu Pro Phe 

35 40 45 

lie Gly Asn lie Tyr Ser Leu Ala Ala Ser Ser Glu Leu Pro His val 

7 



50 55 60 

Tyr Met Arg Lys Gin ser Gin val Tyr Gly Glu Val Gin Pro Arg Arg 
65 70 75 80 

Ala Pro Gly Arg Glu Gly Arg Gin Ala Gly Pro Gly Trp Pro Gly Pro 

85 90 95 

Ser Trp Leu Asp Leu Trp Pro Pro Leu Gly Arg Leu Val Gly Thr Ser 

100 105 110 

Pro Cys Ala Gly Cys Pro Leu Arg Asp Thr Arg Phe Pro Gly Leu Glu 

115 120 125 

Gly Arg Ser Pro Arg Arg Arg Ala Pro Leu Gin Gly Glu Pro Arg Pro 

130 135 140 

Cys Arg 
145 

<210> 7 

<211> 302 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Lys Ala Pro Gly Arg Leu Val Leu lie lie Leu Cys Ser val val 

15 10 15 

Phe Ser Ala val Tyr lie Leu Leu Cys Cys Trp Ala Gly Leu Pro Leu 

20 25 30 

Cys Leu Ala Thr Cys Leu Asp His His Phe Pro Thr Gly Ser Arg Pro 

35 40 45 

Thr val Pro Gly Pro Leu His Phe Ser Gly Tyr Ser Ser val Pro Asp 

50 55 60 

Gly Lys Pro Leu Va1 Arg Glu Pro Cys Arg ser Cys Ala val val Ser 
65 70 75 80 

Ser Ser Gly Gin Met Leu Gly ser Gly Leu Gly Ala Glu lie Asp Ser 

85 90 95 

Ala Glu Cys Val Phe Arg Met Asn Gin Ala Pro Thr Val Gly Phe Glu 
100 105 110 

8 



Ala Asp 



val 



Gly 



Gin Arg Ser 



Thr Leu Arg val val Ser His Thr ser 



115 



120 



125 



Val Pro Leu Leu Leu Arg Asn Tyr Ser His Tyr Phe Gin Lys Ala Arg 

130 135 140 

Asp Thr Leu Tyr Met val Trp Gly Gin Gly Arg His Met Asp Arg Val 

145 150 155 160 

Leu Gly Gly Arg Thr Tyr Arg Thr Leu Leu Gin Leu Thr Arg Met Tyr 



Pro Gly Leu Gin val Tyr Thr Phe Thr Glu Arg Met Met Ala Tyr Cys 

180 185 190 

Asp Gin lie Phe Gin Asp Glu Thr Gly Lys Asn Arg Arg Gin Ser Gly 

195 200 205 

Ser Phe Leu Ser Thr Gly Trp Phe Thr Met lie Leu Ala Leu Glu Leu 

210 215 220 

Cys Glu Glu lie val val Tyr Gly Met val Ser Asp Ser Tyr cys Arg 
225 230 235 240 

Glu Lys Ser His Pro Ser val Pro Tyr His Tyr Phe Glu Lys Gly Arg 

245 250 255 

Leu Asp Glu Cys Gin Met Tyr Leu Ala His Glu Gin Ala Pro Arg Ser 

260 265 270 

Ala His Arg Phe lie Thr Glu Lys Ala val Phe Ser Arg Trp Ala Lys 

275 280 285 

Lys Arg Pro lie Val Phe Ala His Pro Ser Trp Arg Thr Glu 
290 295 300 

<210> 8 
<211> 194 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Ser Ala Leu Trp Leu Leu Leu Gly Leu Leu Ala Leu Met Asp Leu 

15 10 15 

Ser Glu Ser Ser Asn Trp Gly Cys Tyr Gly Asn lie Gin Ser Leu Asp 



165 



170 



175 



20 



25 



30 



Thr Pro Gly Ala Ser Cys Gly lie Gly Arg Arg His Gly Leu Asn Tyr 

35 40 45 

Cys Gly Val Arg Ala Ser Glu Arg Leu Ala Glu lie Asp Met Pro Tyr 

50 55 60 

Leu Leu Lys Tyr Gin Pro Met Met Gin Thr lie Gly Gin Lys Tyr Cys 
65 70 75 80 

Met Asp Pro Ala val lie Ala Gly Val Leu Ser Arg Lys Ser Pro Gly 

85 90 95 

Asp Lys lie Leu Val Asn Met Gly Asp Arg Thr Ser Met Val Gin Asp 

100 105 110 

Pro Gly Ser Gin Ala Pro Thr Ser Trp lie Ser Glu Ser Gin val Ser 

115 120 125 

Gin Thr Thr Glu val Leu Thr Thr Arg lie Lys Glu lie Gin Arg Arg 

130 135 140 

Phe Pro Thr Trp Thr Pro Asp Gin Tyr Leu Arg Gly Gly Leu Cys Ala 
145 150 155 160 

Tyr Ser Gly Gly Ala Gly Tyr val Arg Ser ser Gin Asp Leu Ser Cys 

165 170 175 

Asp Phe Cys Asn Asp val Leu Ala Arg Ala Lys Tyr Leu Lys Arg His 
180 185 190 

Gly Phe 

<210> 9 

<211> 542 

<212> PRT 

<213> Homo sapiens 

<400> 9 

Met Lys Met Lys Ser Gin Ala Thr Met lie Cys Cys Leu val Phe Phe 

15 10 15 

Leu Ser Thr Glu Cys Ser His Tyr Arg Ser Lys lie His Leu Lys Ser 

20 25 30 

Tyr Ser Glu Val Ala Asn His lie Leu Asp Thr Ala Ala He Ser Asn 

35 40 45 

Trp Ala Phe lie Pro Asn Lys Asn Ala Ser Ser Asp Leu Leu Gin Ser 

10 



50 55 60 

val Asn Leu Phe Ala Arg Gin Leu His lie His Asn Asn Sen Glu Asn 

65 70 75 80 

lie val Asn Glu Leu Phe lie Gin Thr Lys Gly Phe His lie Asn His 

85 90 95 

Asn Thr Ser Glu Lys Ser Leu Asn Phe Ser Met Ser Met Asn Asn Thr 

100 105 110 

Thr Glu Asp lie Leu Gly Met val Gin lie Pro Arg Gin Glu Leu Arg 

115 120 125 

Lys Leu Trp Pro Asn Ala Ser Gin Ala lie Ser i1e Ala Phe Pro Thr 

130 135 140 

Leu Gly Ala lie Leu Arg Glu Ala His Leu Gin Asn val Ser Leu Pro 

145 150 155 160 

Arg Gin val Asn Gly Leu val Leu ser val val Leu Pro Glu Arg Leu 

165 170 175 

Gin Glu lie lie Leu Thr Phe Glu Lys He Asn Lys Thr Arg Asn Ala 

180 185 190 

Arg Ala Gin Cys val Gly Trp His Ser Lys Lys Arg Arg Trp Asp Glu 

195 200 205 

Lys Ala Cys Gin Met Met Leu Asp lie Arg Asn Glu Val Lys Cys Arg 

210 215 220 

Cys Asn Tyr Thr Ser val val Met Ser Phe Ser lie Leu Met Ser Ser 

225 230 235 240 

Lys Ser Met Thr Asp Lys Val Leu Asp Tyr lie Thr Cys lie Gly Leu 

245 250 255 

Ser val Ser lie Leu Ser Leu val Leu Cys Leu lie lie Glu Ala Thr 

260 265 270 

val Trp Ser Arg Val Val Val Thr Glu lie Ser Tyr Met Arg His val 

275 280 285 

Cys lie val Asn lie Ala val Ser Leu Leu Thr Ala Asn val Trp Phe 

290 295 300 

lie lie Gly Ser His Phe Asn He Lys Ala Gin Asp Tyr Asn Met Cys 

11 



305 310 315 320 

Val Ala val Thr Phe Phe Ser His Phe Phe Tyr Leu Ser Leu Phe Phe 

325 330 335 

Trp Met Leu Phe Lys Ala Leu Leu lie lie Tyr Gly He Leu val lie 

340 345 350 

Phe Arg Arg Met Met Lys Ser Arg Met Met val lie Gly Phe Ala He 

355 360 365 

Gly Tyr Gly Cys Pro Leu lie lie Ala val Thr Thr Val Ala lie Thr 

370 375 380 

Glu Pro Glu Asn Gly Tyr Met Arg Pro Glu Ala Cys Trp Leu Asn Trp 
385 390 395 400 

Asp Asn Thr Lys Ala Leu Leu Ala Phe Ala lie Pro Ala Phe Val lie 

405 410 415 

Val Ala Val Asn Leu lie val val Leu Val val Ala val Asn Thr Gin 

420 425 430 

Arg Pro Ser lie Gly Ser Ser Lys Ser Gin Asp val Val lie lie Met 

435 440 445 

Arg lie Ser Lys Asn val Ala lie Leu Thr Pro Leu Leu Gly Leu Thr 

450 455 460 

Trp Gly Phe Gly lie Ala Thr Leu lie Glu Gly Thr Ser Leu Thr Phe 
465 470 475 480 

His lie lie Phe Ala Leu Leu Asn Ala Phe Gin Gly Phe Phe lie Leu 

485 490 495 

Leu Phe Gly Thr lie Met Asp His Lys lie Arg Asp Ala Leu Arg Met 

500 505 510 

Arg Met Ser Ser Leu Lys Gly Lys Ser Arg Ala Ala Glu Asn Ala Ser 

515 520 525 

Leu Gly Pro Thr Asn Gly Ser Lys Leu Met Asn Arg Gin Gly 
530 535 540 



<210> 10 
<211> 276 
<212> PRT 



12 



<213> Homo sapiens 
<400> 10 

Met Gly Leu Pro Trp Gly Gin Pro His Leu Gly Leu Gin Met Leu Leu 

15 10 15 

Leu Ala Leu Asn Cys Leu Arg Pro Ser Leu Ser Leu Glu Leu val Pro 

20 25 30 

Tyr Thr Pro Gin lie Thr Ala Trp Asp Leu Glu Gly Lys val Thr Ala 

35 40 45 

Thr Thr Phe Ser Leu Glu Gin Pro Arg Cys Val Phe Asp Gly Leu Ala 

50 55 60 

Ser Ala Ser Asp Thr Val Trp Leu Val val Ala Phe Ser Asn Ala Ser 
65 70 75 80 

Arg Gly Phe Gin Asn Pro Glu Thr Leu Ala Asp lie Pro Ala Ser Pro 

85 90 95 

Gin Leu Leu Thr Asp Gly His Tyr Met Thr Leu Pro Leu Ser Pro Asp 

100 105 110 

Gin Leu Pro cys Gly Asp Pro Met Ala Gly Ser Gly Gly Ala Pro val 

115 120 125 

Leu Arg val Gly His Asp His Gly Cys His Gin Gin Pro Phe Cys Asn 

130 135 140 

Ala Pro Leu Pro Gly Pro Gly Pro Tyr Arg val Lys Phe Leu Leu Met 
145 150 155 160 

Asp Thr Arg Gly Ser Pro Arg Ala Glu Thr Lys Trp Ser Asp Pro lie 

165 170 175 

Thr Leu His Gin Gly Lys Thr Pro Gly ser lie Asp Thr Trp Pro Gly 

180 185 190 

Arg Arg Ser Gly Ser Met lie val lie Thr Ser lie Leu Ser Ser Leu 

195 200 205 

Ala Gly Leu Leu Leu Leu Ala Phe Leu Ala Ala Ser Thr Met Arg Phe 

210 215 220 

Ser Ser Leu Trp Trp Pro Glu Glu Ala Pro Glu Gin Leu Arg lie Gly 
225 230 235 240 

13 



Ser Phe Met Gly Lys Arg Tyr Met Thr His His lie Pro Pro Ser Glu 

245 250 255 

Ala Ala Thr Leu Pro val Gly Cys Lys Pro Gly Leu Asp Pro Leu Pro 

260 265 270 

Ser Leu Ser Pro 
275 



<210> 11 

<211> 699 

<212> DNA 

<213> Homo sapiens 

<400> 11 



atgtggcagc 


ttttagcagc 


agcatgctgg 


atgcttcttc 


ttggatctat 


gtatggttat 


60 


gacaagaaag 


gaaacaatgc 


aaaccctgaa 


gctaatatga 


atattagcca 


gattatttct 


120 


tactggggtt 


atccttatga 


agagtatgat 


gttacaacaa 


aagatggtta 


tatccttgga 


180 


atttatagga 


ttccacatgg 


aagaggatgc 


ccagggagga 


cagctccaaa 


gcctgctgtg 


240 


tatttgcagc 


atggcttaat 


tgcatctgcc 


agtaactgga 


tttgcaacct 


gcccaacaac 


300 


agtttggctt 


tccttctggc 


agatagtggt 


tatgacgtgt 


ggttggggaa 


cagccgagga 


360 


aacacttggt 


ccagaaaaca 


ccttaaattg 


tcaccgaaat 


caccagaata 


ctgggccttc 


420 


agtttggatg 


agatggctaa 


atatgacctt 


ccagccacaa 


tcaattttat 


catagagaaa 


480 


actggacaga 


agcgactcta 


ctacgtgggc 


cactcacaag 


gcaccaccat 


agcttttata 


540 


gcattttcta 


caaacccaga 


actggctaaa 


aagattaaga 


tattttttgc 


actggctcca 


600 


gttgtcacag 


ttaaatacac 


ccaaagtcct 


atgaaaaaac 


taacaaccct 


ttccaggcga 


660 


gtagttaagg 


tatgtgactt 


cccaagtttt 


aatctgaaa 






699 


<210> 12 
<211> 819 
<212> DNA 
<213> Homo 


sapiens 












<400> 12 














atgaggggct 


ctcaggaggt 


gctgctgatg 


tggcttctgg 


tgttggcagt 


gggcggcaca 


60 


gagcacgcct 


accggcccgg 


ccgtagggtg 


tgtgctgtcc 


gggctcacgg 


ggaccctgtc 


120 


tccgagtcgt 


tcgtgcagcg 


tgtgtaccag 


cccttcctca 


ccacctgcga 


cgggcaccgg 


180 


gcctgcagca 


cctaccgaac 


catctatagg 


accgcctacc 


gccgcagccc 


tgggctggcc 


240 


cctgccaggc 


ctcgctacgc 


gtgctgcccc 


ggctggaaga 


ggaccagcgg 


gcttcctggg 


300 


gcctgtggag 


cagcaatatg 


ccagccgcca 


tgccggaacg 
14 


gagggagctg 


tgtccagcct 


360 



ggccgctgcc 


gctgccctgc 


aggatggcgg 


ggtgacactt 


gccagtcaga 


tgtggatgaa 


420 


tgcagtgcta 


ggaggggcgg 


ctgtccccag 


cgctgcgtca 


acaccgccgg 


cagttactgg 


480 


tgccagtgtt 


gggaggggca 


cagcctgtct 


gcagacggta 


cactctgtgt 


gcccaaggga 


540 


gggcccccca 


gggtggcccc 


caacccgaca 


ggagtggaca 


gtgcaatgaa 


ggaagaagtg 


600 


cagaggctgc 


agtccagggt 


ggacctgctg 


gaggagaagc 


tgcagctggt 


gctggcccca 


660 


ctgcacagcc 


tggcctcgca 


ggcactggag 


catgggctcc 


cggaccccgg 


cagcctcctg 


720 


gtgcactcct 


tccagcagct 


cggccgcatc 


gactccctga 


gcgagcagat 


ttccttcctg 


780 


gaggagcagc 


tggggtcctg 


ctcctgcaag 


aaagactcg 






819 


<210> 13 
<211> 846 
<212> DNA 
<213> Homo 


sapiens 












<400> 13 














atgtcgggtt 


cgtcgctgcc 


cagcgccctg 


gccctctcgc 


tgttgctggt 


ctctggctcc 


60 


ctcctcccag 


ggccaggcgc 


cgctcagaac 


gagccaagga 


ttgtcaccag 


tgaagaggtc 


120 


attattcgag 


acagccctgt 


tctccctgtc 


accctgcagt 


gtaacctcac 


ctccagctct 


180 


cacaccctta 


catacagcta 


ctggacaaag 


aatggggtgg 


aactgagtgc 


cactcgtaag 


240 


aatgccagca 


acatggagta 


caggatcaat 


aagccgagag 


ctgaggattc 


aggcgaatac 


300 


cactgcgtat 


atcactttgt 


cagcgctcct 


aaagcaaacg 


ccaccattga 


agtgaaagcc 


360 


gctcctgaca 


tcactggcca 


taaacggagt 


gagaacaaga 


atgaagggca 


ggatgccact 


420 


atgtattgca 


agtcagttgg 


ctacccccac 


ccagactgga 


tatggcgcaa 


gaaggagaac 


480 


gggatgccca 


tggacattgt 


caatacctct 


ggccgcttct 


tcatcatcaa 


caaggaaaat 


540 


tacactgagt 


tgaacattgt 


gaacctgcag 


atcacggaag 


accctggcga 


gtatgaatgt 


600 


aatgccacca 


acgccattgg 


ctccgcctct 


gttgtcactg 


tcctcagggt 


gcggagccac 


660 


ctggccccac 


tctggccttt 


cttgggaatt 


ctggctgaaa 


ttatcatcct 


tgtggtgatc 


720 


attgttgtgt 


atgagaagag 


gaagaggcca 


gatgaggttc 


ctgacgatga 


tgaaccagct 


780 


ggaccaatga 


aaaccaactc 


taccaacaat 


cacaaagata 


aaaacttgcg 


ccagagaaac 


840 


acaaat 












846 


<210> 14 
<211> 714 
<212> DNA 
<213> Homo 


sapiens 












<400> 14 














atgagcctca 


acgagcactc 


catgcaggcg 


ctgtcctggc 
15 


gcaagctcta 


cttgagccgc 


60 



gccaagctta 


aagcctccag 


ccggacctcg 


gctctgctct 


ccggcttcgc 


catggtggca 


120 


atggtggagg 


tgcagctgga 


cgctgaccac 


gactacccac 


cggggctgct 


catcgccttc 


180 


agtgcctgca 


ccacagtgct 


ggtggctgtg 


cacctgtttg 


cgctcatgat 


cagcacctgc 


240 


atcctgccca 


acatcgaggc 


ggtgagcaac 


gtgcacaatc 


tcaactcggt 


caaggagtcc 


300 


ccccatgagc 


gcatgcaccg 


ccacatcgag 


ctggcctggg 


ccttctccac 


cgtcatcggc 


360 


acgctgctct 


tcctagctga 


ggtggtgctg 


ctctgctggg 


tcaagttctt 


gcccctcaag 


420 


aagcagccag 


gccagccaag 


gcccaccagc 


aagccccccg 


ccagtggcgc 


agcagccaac 


480 


gtcagcacca 


gcggcatcac 


cccgggccag 


gcagctgcca 


tcgcctcgac 


caccatcatg 


540 


gtgcccttcg 


gcctgatctt 


tatcgtcttc 


gccgtccact 


tctaccgctc 


actggttagc 


600 


cataagaccg 


accgacagtt 


ccaggagctc 


aacgagctgg 


cggagtttgc 


ccgcttacag 


660 


gaccagctgg 


accacagagg 


ggaccacccc 


ctgacgcccg 


gcagccacta 


tgcc 


714 


<210> 15 
<211> 1116 
<212> DNA 
<213> Homo 


sapiens 












<400> 15 














atgttagcca 


acagctcctc 


aaccaacagt 


tctgttctcc 


cgtgtcctga 


ctaccgacct 


60 


acccaccgcc 


tgcacttggt 


ggtctacagc 


ttggtgctgg 


ctgccgggct 


ccccctcaac 


120 


gcgctagccc 


tctgggtctt 


cctgcgcgcg 


ctgcgcgtgc 


actcggtggt 


gagcgtgtac 


180 


atgtgtaacc 


tggcggccag 


cgacctgctc 


ttcaccctct 


cgctgcccgt 


tcgtctctcc 


240 


tactacgcac 


tgcaccactg 


gcccttcccc 


gacctcctgt 


gccagacgac 


gggcgccatc 


300 


ttccagatga 


acatgtacgg 


cagctgcatc 


ttcctgatgc 


tcatcaacgt 


ggaccgctac 


360 


gccgccatcg 


tgcacccgct 


gcgactgcgc 


cacctgcggc 


ggccccgcgt 


ggcgcggctg 


420 


ctctgcctgg 


gcgtgtgggc 


gctcatcctg 


gtgtttgccg 


tgcccgccgc 


ccgcgtgcac 


480 


aggccctcgc 


gttgccgcta 


ccgggacctc 


gaggtgcgcc 


tatgcttcga 


gagcttcagc 


540 


gacgagctgt 


ggaaaggcag 


gctgctgccc 


ctcgtgctgc 


tggccgaggc 


gctgggcttc 


600 


ctgctgcccc 


tggcggcggt 


ggtctactcg 


tcgggccgag 


tcttctggac 


gctggcgcgc 


660 


cccgacgcca 


cgcagagcca 


gcggcggcgg 


aagaccgtgc 


gcctcctgct 


ggctaacctc 


720 


gtcatcttcc 


tgctgtgctt 


cgtgccctac 


aacagcacgc 


tggcggtcta 


cgggctgctg 


780 


cggagcaagc 


tggtggcggc 


cagcgtgcct 


gcccgcgatc 


gcgtgcgcgg 


ggtgctgatg 


840 


gtgatggtgc 


tgctggccgg 


cgccaactgc 


gtgctggacc 


cgctggtgta 


ctactttagc 


900 


gccgagggct 


tccgcaacac 


cctgcgcggc 


ctgggcactc 


cgcaccgggc 


caggacctcg 


960 


gccaccaacg 


ggacgcgggc 


ggcgctcgcg 


caatccgaaa 
16 


ggtccgccgt 


caccaccgac 


1020 



gccaccaggc cggatgccgc cagtcagggg ctgctccgac cctccgactc ccactctctg 
tcttccttca cacagtgtcc ccaggattcc gccctc 



1080 
1116 



<210> 16 
<211> 438 
<212> DNA 

<213> Homo sapiens 
<400> 16 



atgtggaagc 


tttggagagc 


tgaagagggc 


gcggcggcgc 


tcggcggcgc 


gctcttcctg 


60 


ctgctcttcg 


cgctaggggt 


ccgccagctg 


ctgaagcaga 


ggcggccgat 


gggcttcccc 


120 


ccggggccgc 


cggggctgcc 


atttatcggc 


aacatctatt 


ccctggcagc 


ctcatccgag 


180 


cttccccatg 


tctacatgag 


aaagcagagc 


caggtgtacg 


gagaggtaca 


gccccgacgg 


240 


gccccgggca 


gggagggccg 


ccaggctggc 


ccgggctggc 


cagggccttc 


ctggttggac 


300 


ttatggccgc 


ccctgggccg 


actagtcggg 


acctctccgt 


gtgccggctg 


ccctttgagg 


360 


gacacccgct 


tcccgggtct 


ggaagggaga 


agtcctcgac 


gccgtgcccc 


cttgcagggg 


420 


gagccccgcc 


cctgccgg 










438 


<^:1U> 1/ 
<211> 906 

r\MA 

<l±l> DNA 
<213> Homo 


sapiens 












<400> 17 














atgaaggctc 


cgggtcggct 


cgtgctcatc 


atcctgtgct 


ccgtggtctt 


ctctgccgtc 


60 


tacatcctcc 


tgtgctgctg 


ggccggcctg 


cccctctgcc 


tggccacctg 


cctggaccac 


120 


cacttcccca 


caggctccag 


gcccactgtg 


ccgggacccc 


tgcacttcag 


tggatatagc 


180 


agtgtgccag 


atgggaagcc 


gctggtccgc 


gagccctgcc 


gcagctgtgc 


cgtggtgtcc 


240 


agctccggcc 


aaatgctggg 


ctcaggcctg 


ggtgctgaga 


tcgacagtgc 


cgagtgcgtg 


300 


ttccgcatga 


accaggcgcc 


caccgtgggc 


tttgaggcgg 


atgtgggcca 


gcgcagcacc 


360 


ctgcgtgtcg 


tctcacacac 


aagcgtgccg 


ctgctgctgc 


gcaactattc 


acactacttc 


420 


cagaaggccc 


gagacacgct 


ctacatggtg 


tggggccagg 


gcaggcacat 


ggaccgggtg 


480 


ctcggcggcc 


gcacctaccg 


cacgctgctg 


cagctcacca 


ggatgtaccc 


cggcctgcag 


540 


gtgtacacct 


tcacggagcg 


catgatggcc 


tactgcgacc 


agatcttcca 


ggacgagacg 


600 


ggcaagaacc 


ggaggcagtc 


gggctccttc 


ctcagcaccg 


gctggttcac 


catgatcctc 


660 


gcgctggagc 


tgtgtgagga 


gatcgtggtc 


tatgggatgg 


tcagcgacag 


ctactgcagg 


720 


gagaagagcc 


acccctcagt 


gccttaccac 


tactttgaga 


agggccggct 


agatgagtgt 


780 


cagatgtacc 


tggcacacga 


gcaggcgccc 


cgaagcgccc 
17 


accgcttcat 


cactgagaag 


840 



gcggtcttct cccgctgggc caagaagagg cccatcgtgt tcgcccatcc gtcctggagg 
actgag 



900 
906 



<210> 18 
<211> 582 
<212> DNA 

<213> Homo sapiens 
<400> 18 



atgtctgcat 


tgtggctgct 


gctgggcctc 


cttgccctga 


tggacttgtc 


tgaaagcagc 


60 


aactggggat 


gctatggaaa 


catccaaagc 


ctggacaccc 


ctggagcatc 


ttgtgggatt 


120 


ggaagacgtc 


acggcctgaa 


ctactgtgga 


gttcgtgctt 


ctgaaaggct 


ggctgaaata 


180 


gacatgccat 


acctcctgaa 


atatcaaccc 


atgatgcaaa 


ccattggcca 


aaagtactgc 


240 


atggatcctg 


ccgtgatcgc 


tggtgtcttg 


tccaggaagt 


ctcccggtga 


caaaattctg 


300 


gtcaacatgg 


gcgataggac 


tagcatggtg 


caggaccctg 


gctctcaagc 


tcccacatcc 


360 


tggattagtg 


agtctcaggt 


ttcccagaca 


actgaagttc 


tgactactag 


aatcaaagaa 


420 


atccagagga 


ggtttccaac 


ctggacccct 


gaccagtacc 


tgagaggtgg 


actctgtgcc 


480 


tacagtgggg 


gtgctggcta 


tgtccgaagc 


agccaggacc 


tgagctgtga 


cttctgcaat 


540 


gatgtccttg 


cacgagccaa 


gtacctcaag 


agacatggct 


tc 




582 


<^:1U> ly 
<211> 1626 

^ T 1 "5 P\KI A 

<213> Homo 


sapiens 












<400> 19 














atgaaaatga 


agtcccaggc 


aaccatgatt 


tgctgcttag 


tgttctttct 


gtccacagaa 


60 


tgttcccact 


atagatccaa 


gattcaccta 


aaaagctata 


gtgaagtggc 


caaccacatc 


120 


ctcgacacag 


cagccatttc 


aaactgggct 


ttcattccca 


acaaaaatgc 


cagctcggat 


180 


ttgttgcagt 


cagtgaattt 


gtttgccaga 


caactccaca 


tccacaataa 


ttctgagaac 


240 


attgtgaatg 


aactcttcat 


tcagacaaaa 


gggtttcaca 


tcaaccataa 


tacctcagag 


300 


aaaagcctca 


atttctccat 


gagcatgaac 


aataccacag 


aagatatctt 


aggaatggta 


360 


cagattccca 


ggcaagagct 


aaggaagctg 


tggccaaatg 


catcccaagc 


cattagcata 


420 


gctttcccaa 


ccttgggggc 


tatcctgaga 


gaagcccact 


tgcaaaatgt 


gagtcttccc 


480 


agacaggtaa 


atggtctggt 


gctatcagtg 


gttttaccag 


aaaggttgca 


agaaatcata 


540 


ctcaccttcg 


aaaagatcaa 


taaaacccgc 


aatgccagag 


cccagtgtgt 


tggctggcac 


600 


tccaagaaaa 


ggagatggga 


tgagaaagcg 


tgccaaatga 


tgttggatat 


caggaacgaa 


660 


gtgaaatgcc 


gctgtaacta 


caccagtgtg 


gtgatgtctt 
18 


tttccattct 


catgtcctcc 


720 



aaatcgatga 


ccgacaaagt 


tctggactac 


atcacctgca 


ttgggctcag 


cgtctcaatc 


780 


ctaagcttgg 


ttctttgcct 


gatcattgaa 


gccacagtgt 


ggtcccgggt 


ggttgtgacg 


840 


gagatatcat 


acatgcgtca 


cgtgtgcatc 


gtgaatatag 


cagtgtccct 


tctgactgcc 


900 


aatgtgtggt 


ttatcatagg 


ctctcacttt 


aacattaagg 


cccaggacta 


caacatgtgt 


960 


gttgcagtga 


catttttcag 


ccactttttc 


tacctctctc 


tgtttttctg 


gatgctcttc 


1020 


aaagcattgc 


tcatcattta 


tggaatattg 


gtcattttcc 


gtaggatgat 


gaagtcccga 


1080 


atgatggtca 


ttggctttgc 


cattggctat 


gggtgcccat 


tgatcattgc 


tgtcactaca 


1140 


gttgctatca 


cagagccaga 


gaacggctac 


atgagacctg 


aggcctgttg 


gcttaactgg 


1200 


gacaatacca 


aagccctttt 


agcatttgcc 


atcccggcgt 


tcgtcattgt 


ggctgtaaat 


1260 


ctgattgtgg 


ttttggttgt 


tgctgtcaac 


actcagaggc 


cctctattgg 


cagttccaag 


1320 


tctcaggatg 


tggtcataat 


tatgaggatc 


agcaaaaatg 


ttgccatcct 


cactccactg 


1380 


ctgggactga 


cctggggttt 


tggaatagcc 


actctcatag 


aaggcacttc 


cttgacgttc 


1440 


catataattt 


ttgccttgct 


caatgctttc 


cagggttttt 


tcatcctgct 


gtttggaacc 


1500 


attatggatc 


acaagataag 


agatgctttg 


aggatgagga 


tgtcttcact 


gaaggggaaa 


1560 


tcgagggcag 


ctgagaatgc 


atcactaggc 


ccaaccaatg 


gatctaaatt 


aatgaatcgt 


1620 


caagga 












1626 


<^1U> 
<211> 828 

^ "5 1 "5 *w r\Ki A 
<£.±C> UNA 

<213> Homo 


sapiens 












<400> 20 














atggggctac 


cctgggggca 


gcctcaccta 


gggctgcaga 


tgctcctcct 


ggcgttgaac 


60 


tgtctccggc 


ccagcctgag 


cctggagctg 


gtgccctaca 


caccacagat 


aacagcttgg 


120 


gacctggaag 


ggaaggtcac 


agccaccacc 


ttctccctgg 


agcagccgcg 


ctgtgtcttc 


180 


gatgggcttg 


ccagcgccag 


cgataccgtc 


tggctcgtgg 


tggccttcag 


caatgcctcc 


240 


aggggcttcc 


agaacccgga 


gacactggct 


gacattccgg 


cctccccaca 


gctgctgacc 


300 


gatggccact 


acatgacgct 


gcccctgtct 


ccggaccagc 


tgccctgtgg 


cgaccccatg 


360 


gcgggcagcg 


gaggcgcccc 


cgtgctgcgg 


gtgggccatg 


accacggctg 


ccaccagcag 


420 


cccttctgca 


acgcgcccct 


ccctggccct 


ggaccctatc 


gggtgaagtt 


cctcctgatg 


480 


gacaccaggg 


gctcacccag 


ggctgagacc 


aagtggtcag 


accccatcac 


tctccaccaa 


540 


gggaagaccc 


ccggatccat 


cgacacctgg 


ccagggcggc 


gaagtggcag 


catgatcgtc 


600 


attacctcca 


tcctctcttc 


tctggccggc 


ctcctactct 


tggccttctt 


ggcagcctct 


660 



19 



accatgcgct tctccagcct gtggtggccg 
tccttcatgg gcaagcgcta catgacccac 
ccggtgggct gcaagcctgg cctggacccc 



gaggaggccc cggagcagct gcggatcggc 
cacatcccac ccagcgaggc cgccacactg 
ctccccagcc tcagcccc 



720 
780 
828 



<210> 21 
<211> 1308 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (76)... (777) 
<400> 21 

aaagaattcg aaaccgactt gcagaagtta aatgcccttg gaaagggact gctattttat 60 

taaggcagat cccaa atg tgg cag ctt tta gca gca gca tgc tgg atg ctt 111 

Met Trp Gin Leu Leu Ala Ala Ala Cys Trp Met Leu 

1 5 10 

ctt ctt gga tct atg tat ggt tat gac aag aaa gga aac aat gca aac 159 

Leu Leu Gly Ser Met Tyr Gly Tyr Asp Lys Lys Gly Asn Asn Ala Asn 

15 20 25 

cct gaa get aat atg aat att age cag att att tct tac tgg ggt tat 207 

Pro Glu Ala Asn Met Asn lie ser Gin lie lie Ser Tyr Trp Gly Tyr 

30 35 40 

cct tat gaa gag tat gat gtt aca aca aaa gat ggt tat ate ctt gga 255 

Pro Tyr Glu Glu Tyr Asp val Thr Thr Lys Asp Gly Tyr lie Leu Gly 

45 50 55 60 

att tat agg att cca cat gga aga gga tgc cca ggg agg aca get cea 303 

lie Tyr Arg lie Pro His Gly Arg Gly cys Pro Gly Arg Thr Ala Pro 

65 70 75 

aag cct get gtg tat ttg cag cat ggc tta att gca tet gee agt aae 351 

Lys Pro Ala val Tyr Leu Gin His Gly Leu lie Ala Ser Ala Ser Asn 

80 85 90 

tgg att tgc aac ctg ecc aae aac agt ttg get ttc ctt etg gca gat 399 

Trp lie cys Asn Leu Pro Asn Asn Ser Leu Ala Phe Leu Leu Ala Asp 

95 100 105 

agt ggt tat gae gtg tgg ttg ggg aae age ega gga aae act tgg tec 447 

Ser Gly Tyr Asp Val Trp Leu Gly Asn Ser Arg Gly Asn Thr Trp ser 

20 



110 115 120 

aga aaa cac ctt aaa ttg tea ccg aaa tea cca gaa tac tgg gcc ttc 495 
Arg Lys His Leu Lys Leu Ser Pro Lys Sen Pro Glu Tyr Trp Ala Phe 
125 130 135 140 

agt ttg gat gag atg get aaa tat gac ctt cca gcc aca ate aat ttt 543 
Ser Leu Asp Glu Met Ala Lys Tyr Asp Leu Pro Ala Thr lie Asn Phe 

145 150 155 

ate ata gag aaa act gga cag aag ega etc tac tac gtg gge cac tea 591 
lie lie Glu Lys Thr Gly Gin Lys Arg Leu Tyr Tyr Val Gly His Ser 

160 165 170 

caa gge ace acc ata get ttt ata gea ttt tct aea aac cca gaa etg 639 
Gin Gly Thr Thr lie Ala Phe lie Ala Phe Ser Thr Asn Pro Glu Leu 

175 180 185 

get aaa aag att aag ata ttt ttt gea etg get cca gtt gtc aca gtt 687 
Ala Lys Lys lie Lys He Phe Phe Ala Leu Ala Pro Val val Thr val 

190 195 200 

aaa tac ace caa agt ect atg aaa aaa eta aea acc ctt tec agg ega 735 
Lys Tyr Thr Gin Ser Pro Met Lys Lys Leu Thr Thr Leu Ser Arg Arg 
205 210 215 220 

gta gtt aag gta tgt gac ttc cca agt ttt aat etg aaa taacta 780 
val val Lys val Cys Asp Phe Pro Ser Phe Asn Leu Lys 





225 




230 








aaagtagcte 


tatttccatt 


gatttcaaca 


gaagaccaat 


gaeattttae 


aaacttctga 


840 


gaaaataata 


ggtattcaag 


atatceatgt 


aagtteaetg 


atgatgtatg 


caatcttatt 


900 


ageagagtte 


agggaactcc 


ccetgttgct 


aatctgecet 


actttcttca 


tetatgtcta 


960 


gaaacgtgtc 


tgctgcgcca 


ttectcaace 


acagatagag 


agaacttatt 


tgattgattg 


1020 


gtttgttgaa 


tttagtagat 


tgaattttte 


tagtgatcce 


taatttttta 


ggggcagtgg 


1080 


tggttgagtt 


eacageatgg 


aateagatgg 


tgtgtgtttg 


aatgttattt 


ctatgatttg 


1140 


caagctgggt 


aaatttggtc 


aagacettaa 


gttctcttea 


tctgtaatgt 


ggggataata 


1200 


atagttctta 


ctcatagggc 


taccetgagg 


actaagtaaa 


ttaatacage 


atatceteta 


1260 


aaaeaatgta 


ttgcatattg 


taaaccttta 


ataaatgtta 


acaattgt 




1308 



21 



<210> 22 

<211> 1272 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (60)... (881) 
<400> 22 

gcgccccgga tccggcggcc acccagagga gaaggccacc ccgcctggag gcacaggcc 59 
atg agg ggc tct cag gag gtg ctg ctg atg tgg ctt ctg gtg ttg gca 107 
Met Arg Gly Sen Gin Glu val Leu Leu Met Trp Leu Leu val Leu Ala 
15 10 15 

gtg ggc ggc aca gag cac gcc tac egg ccc ggc cgt agg gtg tgt get 155 

val Gly Gly Thr Glu His Ala Tyr Arg Pro Gly Arg Arg Val Cys Ala 

20 25 30 

gtc egg get cae ggg gac cct gte tec gag teg tte gtg cag cgt gtg 203 

Val Arg Ala His Gly Asp Pro val Ser Glu ser Phe val Gin Arg val 

35 40 45 

tac cag cec tte etc acc ace tgc gae ggg cae egg gee tge age ace 251 

Tyr Gin Pro Phe Leu Thr Thr cys Asp Gly His Arg Ala Cys Ser Thr 

50 55 60 

tac ega acc ate tat agg acc gcc tac cgc cgc age cct ggg ctg gcc 299 

Tyr Arg Thr lie Tyr Arg Thr Ala Tyr Arg Arg Ser Pro Gly Leu Ala 

65 70 75 80 

cct gcc agg cct cgc tac gcg tgc tgc ccc ggc tgg aag agg acc age 347 

Pro Ala Arg Pro Arg Tyr Ala Cys Cys Pro Gly Trp Lys Arg Thr ser 

85 90 95 

ggg ctt cct ggg gee tgt gga gca gea ata tge cag eeg cea tge egg 395 

Gly Leu Pro Gly Ala Cys Gly Ala Ala lie Cys Gin Pro Pro Cys Arg 

100 105 110 

aac gga ggg age tgt gte cag cct ggc cgc tgc cgc tgc cct gca gga 443 

Asn Gly Gly Ser Cys Val Gin Pro Gly Arg Cys Arg Cys Pro Ala Gly 

115 120 125 

tgg egg ggt gac act tgc cag tea gat gtg gat gaa tgc agt get agg 491 

Trp Arg Gly Asp Thr Cys Gin Ser Asp val Asp Glu Cys Ser Ala Arg 

22 



130 135 140 

agg ggc ggc tgt ccc cag cgc tgc gtc aac acc gcc ggc agt tac tgg 539 
Arg Gly Gly Cys Pro Gin Arg Cys Val Asn Thr Ala Gly Ser Tyr Trp 
145 150 155 160 

tgc cag tgt tgg gag ggg cac age ctg tct gca gac ggt aca etc tgt 587 
Cys Gin cys Trp Glu Gly His ser Leu ser Ala Asp Gly Thr Leu cys 

165 170 175 

gtg ccc aag gga ggg ccc ccc agg gtg gcc ccc aac ccg aca gga gtg 635 
Val Pro Lys Gly Gly Pro Pro Arg Val Ala Pro Asn Pro Thr Gly val 

180 185 190 

gac agt gca atg aag gaa gaa gtg cag agg ctg cag tec agg gtg gac 683 
Asp Ser Ala Met Lys Glu Glu val Gin Arg Leu Gin Ser Arg Val Asp 

195 200 205 

ctg ctg gag gag aag ctg cag ctg gtg ctg gcc cca ctg cac age ctg 731 
Leu Leu Glu Glu Lys Leu Gin Leu Val Leu Ala Pro Leu His Ser Leu 

210 215 220 

gcc teg cag gca ctg gag cat ggg etc ccg gac ccc ggc age etc ctg 779 
Ala Ser Gin Ala Leu Glu His Gly Leu Pro Asp Pro Gly Ser Leu Leu 
225 230 235 240 

gtg cac tee tte cag cag etc ggc cgc ate gac tee ctg age gag cag 827 
val His Ser Phe Gin Gin Leu Gly Arg lie Asp Ser Leu Ser Glu Gin 

245 250 255 

att tee tte ctg gag gag cag ctg ggg tee tgc tee tge aag aaa gac 875 
lie Ser Phe Leu Glu Glu Gin Leu Gly Ser Cys Ser Cys Lys Lys Asp 

260 265 270 

teg tgactgccca gegceccagg etggactgag cecctcaege cgeectgcag ee 930 
Ser 

eeeatgceee tgeeeaaeat gctgggggte cagaageeae eteggggtga etgageggaa 990 
ggceaggeag ggeettecte etetteetec teeeetteet cgggaggetc eecagaeeet 1050 
ggcatgggat gggetgggat ettctetgtg aatccaeece tggctacece eaceetgget 1110 
accccaaegg cateceaagg ceaggtggge eetcagetga gggaaggtae gagetcectg 1170 
etggageetg ggaeecatgg eacaggeeag gcageeegga ggctgggtgg ggcetcagtg 1230 

23 



ggggctgctg cctgaccccc agcacaataa aaatgaaacg tg 1272 

<210> 23 
<211> 2083 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (188). . .(1036) 
<400> 23 

gcgaaggtct cgcgaggcct gggcgctgcg gcggcaggag gaggacgggg aaggacggag 60 

ccgagccgcg gctgcctccc tcgctcactc cctcgcgcac tcgcccgccc cctccctccc 120 

tcccctccct tccccggccc cggctctggc cccggcccat tcgctgttgg gtcttctgct 180 

agggagg atg teg ggt teg teg ctg ccc age gcc ctg gcc etc teg etg 229 

Met Ser Gly Ser ser Leu Pro Ser Ala Leu Ala Leu Ser Leu 

15 10 

ttg ctg gtc tct ggc tec etc etc cca ggg cea ggc gcc get cag aac 277 

Leu Leu val Ser Gly Ser Leu Leu Pro Gly Pro Gly Ala Ala Gin Asn 

15 20 25 30 

gag cca agg att gtc ace agt gaa gag gtc att att cga gac age cet 325 

Glu Pro Arg lie Val Thr Ser Glu Glu Val lie lie Arg Asp Ser Pro 

35 40 45 

gtt etc ect gtc aee etg cag tgt aae etc aee tee age tet eae ace 373 

Val Leu Pro val Thr Leu Gin Cys Asn Leu Thr Ser Ser Ser His Thr 

50 55 60 

ett aca tac age tac tgg aca aag aat ggg gtg gaa ctg agt gcc act 421 

Leu Thr Tyr Ser Tyr Trp Thr Lys Asn Gly val Glu Leu Ser Ala Thr 

65 70 75 

cgt aag aat gee age aac atg gag tac agg ate aat aag ccg aga get 469 

Arg Lys Asn Ala Ser Asn Met Glu Tyr Arg lie Asn Lys Pro Arg Ala 

80 85 90 

gag gat tea ggc gaa tac eae tge gta tat eae ttt gtc age get ect 517 

Glu Asp Ser Gly Glu Tyr His Cys Val Tyr His Phe val Ser Ala Pro 

95 100 105 110 

aaa gea aac gcc ace att gaa gtg aaa gcc get ect gac ate act ggc 565 

24 



Lys Ala Asn Ala Thr lie Glu val Lys Ala Ala Pro Asp lie Thr Gly 

115 120 125 

cat aaa egg agt gag aac aag aat gaa ggg cag gat gcc act atg tat 613 
His Lys Arg Ser Glu Asn Lys Asn Glu Gly Gin Asp Ala Thr Met Tyr 

130 135 140 

tgc aag tea gtt ggc tac ccc cac cca gac tgg ata tgg cgc aag aag 661 
Cys Lys Ser val Gly Tyr Pro His Pro Asp Trp lie Trp Arg Lys Lys 

145 150 155 

gag aac ggg atg ccc atg gac att gtc aat acc tct ggc cgc ttc ttc 709 
Glu Asn Gly Met Pro Met Asp lie val Asn Thr Ser Gly Arg Phe Phe 

160 165 170 

ate ate aac aag gaa aat tac act gag ttg aac att gtg aac etg cag 757 
lie lie Asn Lys Glu Asn Tyr Thr Glu Leu Asn lie val Asn Leu Gin 
175 180 185 190 

ate acg gaa gac cct ggc gag tat gaa tgt aat gcc acc aac gcc att 805 
lie Thr Glu Asp Pro Gly Glu Tyr Glu Cys Asn Ala Thr Asn Ala lie 

195 200 205 

ggc tec gcc tct gtt gtc act gtc etc agg gtg egg age cac etg gcc 853 
Gly Ser Ala Ser val val Thr Val Leu Arg val Arg Ser His Leu Ala 

210 215 220 

cca etc tgg cct ttc ttg gga att etg get gaa att ate ate ett gtg 901 
Pro Leu Trp Pro Phe Leu Gly lie Leu Ala Glu lie lie He Leu val 

225 230 235 

gtg ate att gtt gtg tat gag aag agg aag agg cca gat gag gtt cct 949 
val He lie val val Tyr Glu Lys Arg Lys Arg Pro Asp Glu val Pro 

240 245 250 

gac gat gat gaa cca get gga cca atg aaa ace aac tct acc aac aat 997 
Asp Asp Asp Glu Pro Ala Gly Pro Met Lys Thr Asn ser Thr Asn Asn 
255 260 265 270 

cac aaa gat aaa aac ttg cgc cag aga aac aea aat taagtae 1040 
His Lys Asp Lys Asn Leu Arg Gin Arg Asn Thr Asn 
275 280 

25 



tgcttacaat 


atctttaggt 


tcctgaaact 


ggtggcaaca 


tgacctgcta 


aaattttctg 


1100 


cttggacctc 


tttggttctc 


tcccctttca 


agtgagcaac 


accacaatga 


ctgtctaaag 


1160 


catgccttat 


ttagcctctc 


ctgtaagggt 


gatctagcca ggtacatttt 


aaacaatgct 


1220 


tcagtgtaga 


aggtgtaaac 


tattttgggc 


ttgatgtgct 


gtgaatgttg 


cttttttttt 


1280 


tcctttgtta 


aaatatttaa 


atagaagtga 


aaaggtcctc 


tgaggatcag 


atcatgcatg 


1340 


cgccattttt 


tacttaatgc 


agctgttaaa ttggcaaagc tctaaaatgc 


actgetgcca 


1400 


tctagtgata 


cacttttgta 


aagtacagca 


aaacctacag 


atatatacag 


tatataaata 


1460 


tatatatata 


tatatttata 


tttttggggg 


tgggagaaat 


ccaaaataaa 


gtaaatgett 


1520 


gtttcatttt 


taagctgctg 




cttattgtat 


gttgtcagat 


gaggaaattg 


1580 


tgcagttctg 


gtacataaag 


atgagtaata 


taaactgaaa 


tctataattt 


taagggctta 


1640 


acctgtgact 


ttaataagct 


ggaacagtcc 


actgaatggg 


tataatgaat 


tgcagtatat 


1700 


acgtatgatt 


gctttttaag 




ttcttctgtt 


aagtcatgta 


aattcataaa 


1760 


tccttttgca 


ctgatgtgtt 


gaaccttatt 


cttgtacatt 


cattcaatca 


aggcaaaett 


1820 


ttataatttt 


tcttttgttt 




tgaaatgtta tagcatggta 


atattctatg 


1880 


caactatagt 


tatacttttt 




tgtatttttt 


cacattgatt 


tactggttga 


1940 


tgatagattt 


tataacctaa 


caattctcat 


gcggtgcgta 


attgtagatg 


catgtacttg 


2000 


tgtgttttgt 


gtaattattg 




atgtataaaa aagtggattc 


acctgttttt 


2060 


aaaaataaaa 


cattgataaa 


agg 
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<210> 24 
<211> 1260 
<212> DNA 
<213> Homo 


sapiens 












<220> 
<221> CDS 
<222> (147) 


...(863) 












<400> 24 














agcttccccc 


aaqcqqcqqc 


agcaccacca 


gcggcagccg 


ccggagccgc 


cgccgcagcg 


60 


gggacgggga 


gcccccgggg 


gccccgccac 


tgccgccgtc 


cgccgtcacc 


tacccggact 


120 


ggatcggcca 


gagttactcc 


gaggtg atg 
Met 
1 


age etc aac 
ser Leu Asn 


: gag cac tec atg 
1 Glu His Sen Met 
5 


170 



cag geg etg tec tgg cgc aag etc tac ttg age cgc gee aag ctt aaa 218 
Gin Ala Leu Ser Trp Arg Lys Leu Tyr Leu Ser Arg Ala Lys Leu Lys 

26 



10 

gcc tec 
Ala Sen 

25 
atg gtg 
Met val 

etc ate 
Leu lie 

ttt gcg 
Phe Ala 

age aac 
Ser Asn 
90 

atg eac 
Met His 
105 

acg ctg 
Thr Leu 

ttg cec 
Leu Pro 

ecc gee 
Pro Ala 

gge cag 
Gly Gin 
170 
ctg ate 



age egg aee teg 
Ser Arg Thr ser 
30 

gag gtg cag ctg 
Glu Val Gin Leu 
45 

gcc ttc agt gcc 
Ala Phe ser Ala 
60 

etc atg ate age 
Leu Met lie Ser 
75 

gtg eac aat etc 
Val His Asn Leu 

cgc cac ate gag 
Arg His lie Glu 
110 

etc ttc eta get 
Leu Phe Leu Ala 
125 

etc aag aag cag 
Leu Lys Lys Gin 
140 

agt ggc gca gca 
ser Gly Ala Ala 
155 

gca get gee ate 
Ala Ala Ala lie 

ttt ate gte ttc 



15 

get ctg etc tee 
Ala Leu Leu Ser 

gae get gae cac 
Asp Ala Asp His 
50 

tgc ace aca gtg 
Cys Thr Thr val 
65 

ace tgc ate ctg 
Thr Cys lie Leu 
80 

aac teg gte aag 
Asn Ser Val Lys 
95 

ctg gcc tgg gcc 
Leu Ala Trp Ala 

gag gtg gtg ctg 
Glu val val Leu 
130 

eca gge cag eca 
Pro Gly Gin Pro 
145 

gcc aac gte age 
Ala Asn val Ser 
160 

gee teg ace aee 
Ala Ser Thr Thr 
175 

gcc gte cac ttc 



20 

ggc ttc gee atg 
Gly Phe Ala Met 
35 

gae tac eca ecg 
Asp Tyr Pro Pro 

ctg gtg get gtg 
Leu val Ala val 
70 

cec aac ate gag 
Pro Asn lie Glu 
85 

gag tec cec eat 
Glu Ser Pro His 

100 

ttc tec ace gte 
Phe Ser Thr Val 
115 

etc tgc tgg gte 
Leu Cys Trp val 

agg cec aee age 
Arg Pro Thr Ser 
150 

ace age ggc ate 
Thr Ser Gly lie 
165 

ate atg gtg cec 
lie Met val Pro 
180 

tac cgc tea ctg 
27 



gtg gca 266 
val Ala 
40 

ggg ctg 314 
Gly Leu 
55 

cac ctg 362 
His Leu 

gcg gtg 410 
Ala val 

gag cgc 458 
Glu Arg 

ate ggc 506 
lie Gly 
120 

aag ttc 554 

Lys Phe 

135 

aag cec 602 
Lys Pro 

ace ccg 650 
Thr Pro 

ttc gge 698 
Phe Gly 

gtt age 746 



Leu lie Phe lie val Phe Ala val His Phe Tyr Arg Sen Leu val Sen 

185 190 195 200 

cat aag acc gac cga cag ttc cag gag etc aac gag ctg gcg gag ttt 794 

His Lys Thr Asp Arg Gin Phe Gin Glu Leu Asn Glu Leu Ala Glu Phe 

205 210 215 

gcc cgc tta cag gac cag ctg gac cac aga ggg gac cac ccc ctg acg 842 
Ala Arg Leu Gin Asp Gin Leu Asp His Arg Gly Asp His Pro Leu Thr 

220 225 230 

ccc ggc age cac tat gcc taggcccatg tggtctgggc ccttccagtg 890 
Pro Gly Ser His Tyr Ala 
235 

ctttggcctt acgcccttcc ccttgacctt gtcctgcccc agcctcacgg acagcctgcg 950 
cagggggctg ggcttcagca aggggcagag cgtggaggga agaggatttt tataagagaa 1010 
atttctgcac tttgaaactg tcctctaaga gaataagcat ttcctgttct tccagctcca 1070 
ggtccacctc ctgttgggag gcggtggggg gccaaagtgg ggccacacac tcgctgtgtc 1130 
ccctctcctc ccctgtgcca gtgccacctg ggtgcctcct cctgtcctgt ccgtctcaac 1190 
ctccctcccg tccagcattg agtgtgtaca tgtgtgtgtg acacataaat atactcataa 1250 
ggacacctcc 1260 

<210> 25 

<211> 1720 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (282) . . . (1400) 
<400> 25 

agcaaagagc agtgcccagc ccagctcaga gggcaaatgg gacagatccc agaggccctg 60 
aggaggtctc tgctgctgat gaagctgtga ccaaacgcac ccaacccttg gcagccatct 120 
gtccctgcag ccatagccca cattcccatg acctccctct gcttgttttg ggaccatgtc 180 
tgtacagcct ctaggcccca gccccggagg tgaatgccat gccatgattc tggtgtgctc 240 
catggcatcc ccagcctagc tcccaatccc actttggcac g atg tta gcc aac 293 

Met Leu Ala Asn 
1 

age tec tea ace aac agt tct gtt etc ccg tgt ect gac tac cga ect 341 

28 



Sen Ser Ser Thr Asn 
5 

acc cac cgc ctg cac 
Thr His Arg Leu His 
25 

etc aac gcg 
Leu Asn Ala 
40 

teg gtg gtg 
Ser val val 
55 

ttc acc etc 
Phe Thr Leu 



Ser Ser Val Leu 

10 
ttg gtg 
Leu val 



gtc tac 
val Tyr 



etc ece 
Leu Pro 

gtg cac 
val His 

ctg etc 
Leu Leu 
70 

cac cac 
His His 

85 
ttc eag 
Phe Gin 

gtg gae 
val Asp 

egg egg 
Arg Arg 

ate ctg 
lie Leu 
150 

tgc cgc 
Cys Arg 
165 



tgg ece ttc 
Trp Pro Phe 

atg aac atg 
Met Asn Met 
105 

cgc tac gee 
Arg Tyr Ala 

120 
ece cgc gtg 
Pro Arg Val 
135 

gtg ttt gee 
val Phe Ala 

tac egg gae 
Tyr Arg Asp 



eta gee 
Leu Ala 

age gtg 
Ser val 

teg ctg 
Ser Leu 
75 

ece gae 
Pro Asp 

90 
tac gge 
Tyr Gly 

gee ate 
Ala He 

gcg egg 
Ala Arg 

gtg ece 
Val Pro 
155 

etc gag 
Leu Glu 
170 



etc tgg 
Leu Trp 
45 

tac atg 
Tyr Met 

60 
ece gtt 
Pro val 

etc ctg 
Leu Leu 

age tge 
Ser Cys 

gtg cac 
val His 
125 
etg etc 
Leu Leu 
140 

gee gee 
Ala Ala 

gtg cgc 
Val Arg 



Pro Cys Pro Asp 
15 

age ttg gtg etg 
Ser Leu val Leu 
30 

gte tte etg ege 
val Phe Leu Arg 



tgt aac 
Cys Asn 

cgt etc 
Arg Leu 

tge eag 
Cys Gin 
95 

ate tte 
lie Phe 
110 

ccg ctg 
Pro Leu 



ctg gcg 
Leu Ala 
65 

tec tac 
Ser Tyr 
80 

aeg aeg 
Thr Thr 

etg atg 
Leu Met 

cga ctg 
Arg Leu 



tge etg gge gtg 
Cys Leu Gly val 
145 

ege gtg eae agg 
Arg val His Arg 
160 

eta tgc ttc gag 

Leu cys Phe Glu 

175 
29 



Tyr Arg Pro 
20 

get gee ggg 389 
Ala Ala Gly 
35 

geg etg ege 437 
Ala Leu Arg 
50 

gee age gae 485 
Ala Ser Asp 

tac gea ctg 533 
Tyr Ala Leu 

gge gee ate 581 
Gly Ala He 
100 

etc ate aac 629 
Leu lie Asn 
115 

cgc cac ctg 677 

Arg His Leu 

130 

tgg geg etc 725 
Trp Ala Leu 

eee teg egt 773 
Pro Ser Arg 

age ttc age 821 
Ser Phe Ser 
180 



gac gag ctg tgg aaa ggc 
Asp Glu Leu Trp Lys Gly 
185 

gcg ctg ggc ttc ctg ctg 
Ala Leu Gly Phe Leu Leu 
200 

cga gtc ttc tgg acg ctg 
Arg val Phe Trp Thr Leu 
215 

egg egg aag acc gtg cgc 
Arg Arg Lys Thr val Arg 
230 

ctg tgc ttc gtg ccc tac 
Leu Cys Phe val Pro Tyr 
245 250 
egg age aag ctg gtg gcg 
Arg Ser Lys Leu val Ala 
265 

999 9tg ctg atg gtg atg 
Gly val Leu Met val Met 
280 

gac ccg ctg gtg tac tac 
Asp Pro Leu val Tyr Tyr 
295 

cgc ggc ctg ggc act ccg 
Arg Gly Leu Gly Thr Pro 
310 

acg egg gcg gcg etc gcg 
Thr Arg Ala Ala Leu Ala 

325 330 
gee acc agg ccg gat gee 
Ala Thr Arg Pro Asp Ala 



agg ctg ctg ccc etc gtg 
Arg Leu Leu Pro Leu val 
190 

ccc ctg gcg gcg gtg gtc 
Pro Leu Ala Ala val val 
205 

gcg cgc ccc gac gee acg 
Ala Arg Pro Asp Ala Thr 
220 

etc ctg ctg get aac etc 
Leu Leu Leu Ala Asn Leu 
235 240 
aac age acg ctg gcg gtc 
Asn Ser Thr Leu Ala Val 
255 

gee age gtg cet gee cgc 
Ala Ser val Pro Ala Arg 
270 

gtg ctg ctg gee ggc gee 
val Leu Leu Ala Gly Ala 
285 

ttt age gee gag ggc ttc 
Phe Ser Ala Glu Gly Phe 
300 

cac egg gee agg acc teg 
His Arg Ala Arg Thr Ser 
315 320 
caa tec gaa agg tec gee 
Gin Ser Glu Arg Ser Ala 
335 

gee agt cag ggg ctg etc 

Ala Ser Gin Gly Leu Leu 
30 



ctg ctg gee gag 869 
Leu Leu Ala Glu 
195 

tac teg teg ggc 917 
Tyr Ser Ser Gly 
210 

cag age cag egg 965 

Gin Ser Gin Arg 

225 

gtc ate ttc ctg 1013 
val lie Phe Leu 

tac ggg ctg ctg 1061 * 
Tyr Gly Leu Leu 
260 

gat cgc gtg cgc 1109 
Asp Arg Val Arg 
275 

aac tgc gtg ctg 1157 
Asn Cys val Leu 
290 

cgc aac acc ctg 1205 

Arg Asn Thr Leu 

305 

gee ace aac ggg 1253 
Ala Thr Asn Gly 

gtc acc acc gac 1301 
val Thr Thr Asp 

340 

cga ccc tee gac 1349 
Arg Pro ser Asp 



345 350 355 

tec cac tct ctg tct tec ttc aca cag tgt ccc cag gat tec gcc etc 1397 
Ser His Ser Leu Ser Ser Phe Thr Gin cys Pro Gin Asp Ser Ala Leu 
360 365 370 



tga acacacatgc cattgcgctg tccgtgcccg actcccaacg cctctcgttc 


1450 


tgggaggctt 


acagggtgta 


cacacaagaa 


ggtgggctgg 


gcacttggac 


ctttgggtgg 


1510 


caattccagc 


ttagcaacgc 


agaagagtac 


aaagtgtgga 


agccagggcc 


cagggaaggc 


1570 


agtgctgctg 


gaaatggctt 


ctttaaactg 


tgagcacgca 


gagcacccct 


tctccagcgg 


1630 


tgggaagtga 


tgcagagagc 


ccacccgtgc 


agagggcaga 


agaggacgaa 


atgcctttgg 


1690 


gtgggcaggg 


cattaaactg 


ctaaaagctg 








1720 



gccg atg tgg aag ctt tgg aga get gaa gag 51 
Met Trp Lys Leu Trp Arg Ala Glu Glu 
1 5 

ggc gcg gcg gcg etc ggc ggc gcg etc ttc ctg ctg etc ttc gcg eta 99 

Gly Ala Ala Ala Leu Gly Gly Ala Leu Phe Leu Leu Leu Phe Ala Leu 
10 15 20 25 

999 9tc cgc cag ctg ctg aag cag agg egg ceg atg ggc ttc ccc ceg 147 

Gly val Arg Gin Leu Leu Lys Gin Arg Arg Pro Met Gly Phe Pro Pro 

30 35 40 

ggg ceg ceg ggg ctg eea ttt ate ggc aac ate tat tee ctg gea gee 195 

Gly Pro Pro Gly Leu Pro Phe lie Gly Asn lie Tyr ser Leu Ala Ala 

45 50 55 

tea tee gag ctt ccc cat gtc tac atg aga aag cag age cag gtg tac 243 

Ser Ser Glu Leu Pro His val Tyr Met Arg Lys Gin Ser Gin val Tyr 

60 65 70 

31 



<210> 26 
<211> 2237 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (25).,. (465) 
<400> 26 

agttegeaee teeagetegg 



ggc agg gag ggc cgc cag get 291 
Gly Arg Glu Gly Arg Gin Ala 
85 

ttg gac tta tgg ccg ccc ctg 339 
Leu Asp Leu Trp Pro Pro Leu 
100 105 

gcc ggc tgc cct ttg agg gac 387 
Ala Gly Cys Pro Leu Arg Asp 
115 120 

agt cct cga cgc cgt gcc ccc 435 
Ser Pro Arg Arg Arg Ala Pro 
135 

tgacccactc cgggccga 480 

ggctccgagg cgatccagtc ctgattttcc cgctaccgct cgagctcttg ctcctgcgcc 540 

tgcgccgttt ggctcgccag ccgcgccgcc acttcaggtc cagggtggac gcatgccctc 600 

aggtgcgggc gtcttgcgag tcggcctcgc agctctgtgg aagctgcacg cggcttgtcg 660 

gaaaatcaag gcgttctgag ttctagatgg ttaatagcag gttcttcggt gtctgcagtc 720 

gacgaacgac tggtgtaggc gtttgctgtg agaatggaga atgcagggga acgcccctga 780 

ctgagaagcg ggccctggga aacgattgtg aacgcgtgaa tgaattgatg actaaaatcc 840 

gctgcggggg tcctacagcg cagatggtaa tgccgttctg actggctggg aacggcacct 900 

tagcagatac ttaaaaggcg ccttctgtgt gccactgtca ctgccaactt ggtgactcat 960 

ttaaaactca taaccagccg gtgaggtcgg tacttcgctc ctcctcattc tgcggagggg 1020 

aaagcagcac ggaaatgccc tgtgactggc agcggaaaag gcgaccaccg cttgtgtatc 1080 

ttcagtttag atcttggagg catatcaact gtggttctaa atggctatga tgtagtaaag 1140 

gaatgccttg ttcatcaaag cgaaattttt gcagacagac catgccttcc tttattcatg 1200 

aagatgacaa aaatgggagg cttactcaat tccagatatg gccgaggatg ggttgatcac 1260 

agacgattag ctgtaaacag ttttcgatat tttggatatg gccaaaagtc ttttgaatct 1320 

aaaatcttgg aagaaaccaa atttttcaat gatgctattg aaacatacaa aggtagacct 1380 

tttgacttta aacagttaat aacgaatgct gtttcaaaca taaccaatct gatcattttt 1440 

ggagaacgat tcacttatga agacaccgat tttcagcaca tgattgagtt atttagtgaa 1500 

32 



gga gag 
Gly Glu 
75 

ggc ccg 
Gly Pro 

90 
ggc cga 
Gly Arg 

acc cgc 
Thr Arg 

ttg cag 
Leu Gin 



gta cag 
val Gin 

ggc tgg 
Gly Trp 

eta gtc 
Leu val 

ttc ccg 
Phe Pro 
125 
ggg gag 
Gly Glu 
140 



ccc cga 
Pro Arg 

cca ggg 
Pro Gly 

95 

ggg acc 
Gly Thr 
110 

ggt ctg 
Gly Leu 

ccc cgc 
Pro Arg 



egg gcc ccg 
Arg Ala Pro 
80 

cct tec tgg 
Pro Ser Trp 

tet ccg tgt 
Ser Pro Cys 

gaa ggg aga 
Glu Gly Arg 
130 

ccc tgc egg 
Pro Cys Arg 
145 



aatgtggaac 


tagctgccag 


tgcctcagtc ttcttgtata atgcctttcc 


atggattggc 


1560 


atcctgcctt 


ttggaaaaca 


tcaacagctg 


tttagaaatg 


caactataat 


ctatgatttt 


1620 


ctctccagac 


tcattgaaaa 


agcttcagtc 


aacagaaagc 


Vv i>\»GIUVi i> U v. Vir 


tcagcatttt 


1680 


gttgatgctt 


atttagatga gatggatcaa ggtaaaaatg 


a cecal" cat c 


tactttctcc 


1740 


aaagaaaacc 


taattttctc 


agtgggtgaa 


ctcatcattg 


ctaaaactaa 


aactacaacc 


1800 


aatgtgctac 


ggtgggcgat 


tcttttcatg 


gccctttatc 


r T a a 1" a 1" It a 


agtactggag 


1860 


agacccagaa 


gtgttccatc 


ctgagcgatt 


tctggacagc 


;^ n 1" n n a 1" a t* t* 

ciy LCI u I, 


ttgccaagaa 


1920 


ggaagctttg 


gttccttttt 


ccctaggaag 


aagacattgt 




acttggctcg 


1980 


gatggaaatg 


ttcttgtttt 


ttacagcatt 


gcttcagagg 


tttcatttgc 


attttccaca 


2040 


tgaactagtt 


ccagatctga 


agcccaggtt 


aggcatgaca 


ttgcagcccc 


aaccctacct 


2100 


catctgtgct 


gaaagacgct 


gaaactgcct 


gggatgtttt 


cgggaacaag 


aatgtatatt 


2160 


tgccttatcc 


ctgaacttgg 


tttaatcaaa tcaatgtgtg 


tattagaata 


aaagtcacag 


2220 


catcaaaaag 


ccaaatg 










2237 



<210> 27 

<211> 1687 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (268). . .(1176) 

<400> 27 

agcttccagc ccagtcggcc cggcccgggg gccatggagc tccgagcggc ggatcgcgag 60 
cctcctgcga accccagcct gcacgcccgg ttagcattcg gccgggagat gcggcagtgg 120 
aatctggaag ggcggtgaaa aacctacgtc ctgccctcgc ccggcctctc cattcgtccc 180 
ccgggtagag aggtgcccgg ctcccacccc ttcccagccc cagccctgga gacagcagcc 240 
cctagactac tgagggacag cgacagc atg aag get ccg ggt egg etc gtg 291 

Met Lys Ala Pro Gly Arg Leu val 
1 5 

etc ate ate etg tgc tec gtg gte tte tet gee gte tac ate cte etg 339 
Leu lie lie Leu Cys Ser val val Phe Ser Ala Val Tyr lie Leu Leu 

10 15 20 

tgc tgc tgg gcc ggc etg ccc etc tgc etg gee ace tgc etg gac cac 387 

Cys Cys Trp Ala Gly Leu Pro Leu Cys Leu Ala Thr Cys Leu Asp His 

25 30 35 40 

33 



cac ttc 
His Phe 

agt gga 
Ser Gly 

tgc cgc 
cys Arg 

ggc ctg 
Gly Leu 
90 

cag gcg 
Gin Ala 
105 

ctg cgt 
Leu Arg 

tea cac 

Sen His 

cag ggc 
Gin Gly 

ctg ctg 
Leu Leu 
170 
acg gag 
Thr Glu 
185 

ggc aag 
Gly Lys 



ccc aca ggc 
Pro Thr Gly 
45 

tat age agt 
Tyr Ser Ser 
60 

age tgt gcc 
Ser Cys Ala 
75 

ggt get gag 
Gly Ala Glu 

ccc acc gtg 
Pro Thr val 

gtc gtc tea 
val val Ser 
125 

tac ttc cag 
Tyr Phe Gin 

140 
agg cac atg 
Arg His Met 
155 

cag etc ace 
Gin Leu Thr 

cgc atg atg 
Arg Met Met 

aac egg agg 
Asn Arg Arg 



tec agg ccc 
Ser Arg Pro 

gtg cca gat 
val Pro Asp 

gtg gtg tec 
val val Ser 
80 

ate gae agt 
lie Asp Ser 
95 

ggc ttt gag 
Gly Phe Glu 
110 

cac aca age 
His Thr Ser 

aag gee ega 
Lys Ala Arg 

gae egg gtg 
Asp Arg Val 
160 

agg atg tac 
Arg Met Tyr 

175 
gee tac tgc 
Ala Tyr Cys 
190 

cag teg ggc 
Gin Ser Gly 



act gtg 
Thr val 
50 

ggg aag 
Gly Lys 

65 
age tee 
Ser ser 

gee gag 
Ala Glu 

gcg gat 
Ala Asp 

gtg ceg 
val pro 
130 

gae acg 
Asp Thr 
145 

etc ggc 
Leu Gly 

eee ggc 
Pro Gly 

gae cag 
Asp Gin 

tee ttc 
Ser Phe 



ccg gga ccc 
Pro Gly Pro 

ccg ctg gtc 
Pro Leu Val 

ggc caa atg 
Gly Gin Met 
85 

tgc gtg ttc 
Cys val Phe 

100 
gtg ggc cag 
val Gly Gin 
115 

ctg ctg ctg 
Leu Leu Leu 

etc tac atg 
Leu Tyr Met 

ggc cgc ace 
Gly Arg Thr 
165 

ctg cag gtg 
Leu Gin val 

180 
ate ttc cag 
He Phe Gin 
195 

etc age ace 

Leu Ser Thr 
34 



ctg cac ttc 435 

Leu His Phe 
55 

cgc gag ccc 483 

Arg Glu Pro 
70 

ctg ggc tea 531 

Leu Gly Ser 

cgc atg aac 579 
Arg Met Asn 

cgc age ace 627 
Arg Ser Thr 
120 

cgc aac tat 675 
Arg Asn Tyr 
135 

gtg tgg ggc 723 

val Trp Gly 

150 

tac cgc acg 771 
Tyr Arg Thr 

tac ace ttc 819 
Tyr Thr Phe 

gae gag acg 867 
Asp Glu Thr 
200 

ggc tgg ttc 915 
Gly Trp Phe 



205 210 215 

acc atg ate etc gcg ctg gag ctg tgt gag gag ate gtg gtc tat ggg 963 

Thr Met lie Leu Ala Leu Glu Leu Cys Glu Glu lie val Val Tyr Gly 

220 225 230 

atg gtc age gac age tac tgc agg gag aag age cac cec tea gtg ect 1011 

Met Val Ser Asp Ser Tyr Cys Arg Glu Lys Ser His Pro Ser val Pro 

235 240 245 

tac cac tac ttt gag aag ggc egg eta gat gag tgt eag atg tac ctg 1059 

Tyr His Tyr Phe Glu Lys Gly Arg Leu Asp Glu Cys Gin Met Tyr Leu 

250 255 260 

gea cac gag eag gcg cec ega age gee cac egc ttc ate act gag aag 1107 

Ala His Glu Gin Ala Pro Arg ser Ala His Arg Phe lie Thr Glu Lys 

265 270 275 280 

gcg gtc ttc tee egc tgg gee aag aag agg ece ate gtg ttc gee eat 1155 

Ala val Phe Ser Arg Trp Ala Lys Lys Arg Pro lie Val Phe Ala His 

285 290 295 

eeg tee tgg agg act gag tagetteegt egteetgeea gcegeeatge egttgeg 1210 

Pro ser Trp Arg Thr Glu 
300 



aggcetcegg 


gatgtcccat 


cccaagceat 


cacactccac 


aaaaacattt 


aatttatgga 


1270 


tcctgcctcc 


tgccacgtgc 


tgggtggacc 


taaggttcct 


tcccgcccca 


ttctggcgac 


1330 


acttggagcc 


atctcaggee 


teatgacttg 


aaggggagtg 


gaggggggag 


ecgtgtetee 


1390 


eccctccact 


cectgagtaa 


ttcatggeat 


ttgggggete 


aceccacete 


eaggtetgte 


1450 


aagtggeett 


tgtecetggg 


getgatggee 


cecaactcae 


eageatcatg 


aeettgtgce 


1510 


agtectggte 


ctecetccee 


agecgeeeet 


aceaeetttt 


ggtgeeaeae 


tteteagget 


1570 


ggeegceetg 


gttggggcag 


eegagageet 


ggggtteatt 


ggtgaagggg 


eettggagtt 


1630 


gtgaetgeeg 


gggeegtate 


aggaaegtae 


gggtaaaegt 


gtgttttetg 


gatgetg 


1687 



<210> 28 
<211> 963 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

35 



<222> (246)... (830) 
<400> 28 

ttatgagatg tcataaatct ctccaaaata ggatgagatg aacactttta acaagagaac 60 
aggactctat ataaatcgct gtgggctcac cacctctaag gaggagcact gactgaagac 120 
agaaaaattg atgaactgaa gaagacatgg tccattatgc cttacaaact tacacagtgc 180 
tttgggaatt ccaaagtact cagtggagag aggtgtttca ggagccgtag agccagatcg 240 
tcatc atg tct gca ttg tgg ctg ctg ctg ggc etc ctt gcc ctg atg 287 
Met Ser Ala Leu Trp Leu Leu Leu Gly Leu Leu Ala Leu Met 
1 5 10 

gac ttg tct gaa age age aac tgg gga tgc tat gga aac ate caa age 335 
Asp Leu Ser Glu Ser ser Asn Trp Gly Cys Tyr Gly Asn lie Gin Ser 
15 20 25 30 

ctg gac ace cet gga gca tct tgt ggg att gga aga cgt eac ggc ctg 383 
Leu Asp Thr Pro Gly Ala Ser Cys Gly lie Gly Arg Arg His Gly Leu 

35 40 45 

aac tac tgt gga gtt cgt get tct gaa agg ctg get gaa ata gac atg 431 
Asn Tyr Cys Gly val Arg Ala Ser Glu Arg Leu Ala Glu lie Asp Met 

50 55 60 

cea tac etc ctg aaa tat caa cec atg atg caa ace att ggc caa aag 479 
Pro Tyr Leu Leu Lys Tyr Gin Pro Met Met Gin Thr lie Gly Gin Lys 

65 70 75 

tac tgc atg gat cet gee gtg ate get ggt gte ttg tee agg aag tct 527 
Tyr cys Met Asp Pro Ala val lie Ala Gly Val Leu Ser Arg Lys Ser 

80 85 90 

ccc ggt gac aaa att ctg gtc aac atg ggc gat agg act age atg gtg 575 
Pro Gly Asp Lys He Leu Val Asn Met Gly Asp Arg Thr ser Met val 
95 100 105 110 

cag gac cet ggc tct caa get ccc aca tee tgg att agt gag tct cag 623 
Gin Asp Pro Gly Ser Gin Ala Pro Thr Ser Trp He Ser Glu Ser Gin 

115 120 125 

gtt tec cag aca act gaa gtt ctg act act aga ate aaa gaa ate cag 671 
Val Ser Gin Thr Thr Glu Val Leu Thr Thr Arg lie Lys Glu lie Gin 

36 



130 135 140 

agg agg ttt cca acc tgg acc cct gac cag tac ctg aga ggt gga etc 719 
Arg Arg Phe Pro Thr Trp Thr Pro Asp Gin Tyr Leu Arg Gly Gly Leu 

145 150 155 

tgt gcc tac agt ggg ggt get ggc tat gtc cga age age eag gae ctg 767 
Cys Ala Tyr Ser Gly Gly Ala Gly Tyr Val Arg Ser Ser Gin Asp Leu 

160 165 170 

age tgt gac ttc tgc aat gat gtc ett gca cga gcc aag tac etc aag 815 
Ser cys Asp Phe Cys Asn Asp val Leu Ala Arg Ala Lys Tyr Leu Lys 
175 180 185 190 

aga cat ggc ttc taacatctea gatgaaacce aagaeeatga teacatatgc age 870 
Arg His Gly Phe 

ctcaaatgtt acacagataa aactagceaa gggcacctgt aactgggaat ctgagtttga 930 
ectaaaagtc attaaaataa catgaateae att 963 

<210> 29 

<211> 2667 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (229)... (1857) 
<400> 29 

gttctcagat eggcttcteg caacaggeag teagttctea etgggeecct tggaetceca 60 
tttcaaaaat ggagaagaea gatcaeagee aetgaeeagg gaeegtggga ggtgccaegt 120 
gatggtgagg catcatgeta gggagctgag etetgaeett ectgctgggt gattetecac 180 
etctgggctg ctagatetac ttectggatg ccgtgaagat cetcatgt atg aaa 234 

Met Lys 
1 

atg aag tec cag gca acc atg att tgc tgc tta gtg ttc ttt ctg tee 282 
Met Lys ser Gin Ala Thr Met lie Cys Cys Leu val Phe Phe Leu Ser 

5 10 15 

aca gaa tgt tec cac tat aga tec aag att cae eta aaa age tat agt 330 
Thr Glu Cys Ser His Tyr Arg Ser Lys lie His Leu Lys Ser Tyr ser 

37 



s 

20 25 30 

gaa gtg gcc aac cac ate etc gac aca gca gcc att tea aac tgg get 378 
Glu val Ala Asn His lie Leu Asp Thr Ala Ala lie Ser Asn Trp Ala 
35 40 45 50 

tte att eec aae aaa aat gcc age teg gat ttg ttg cag tea gtg aat 426 
Phe lie Pro Asn Lys Asn Ala Ser Ser Asp Leu Leu Gin Ser val Asn 

55 60 65 

ttg ttt gcc aga caa etc cac ate cac aat aat tet gag aac att gtg 474 
Leu Phe Ala Arg Gin Leu His lie His Asn Asn Ser Glu Asn lie Val 

70 75 80 

aat gaa etc tte att cag aca aaa ggg ttt eac ate aae cat aat ace 522 
Asn Glu Leu Phe lie Gin Thr Lys Gly Phe His He Asn His Asn Thr 

85 90 95 

tea gag aaa age etc aat tte tec atg age atg aae aat ace aca gaa 570 
ser Glu Lys ser Leu Asn Phe Ser Met Ser Met Asn Asn Thr Thr Glu 

100 105 110 

gat ate tta gga atg gta cag att eec agg caa gag eta agg aag ctg 618 
Asp lie Leu Gly Met val Gin lie Pro Arg Gin Glu Leu Arg Lys Leu 
115 120 125 130 

tgg cea aat gca tec caa gee att age ata get tte eca ace ttg ggg 666 
Trp Pro Asn Ala Ser Gin Ala lie Ser lie Ala Phe Pro Thr Leu Gly 

135 140 145 

get ate ctg aga gaa gee cac ttg caa aat gtg agt ett eec aga cag 714 
Ala He Leu Arg Glu Ala His Leu Gin Asn val Ser Leu Pro Arg Gin 

150 155 160 

gta aat ggt ctg gtg eta tea gtg gtt tta eca gaa agg ttg caa gaa 762 
Val Asn Gly Leu val Leu Ser val val Leu Pro Glu Arg Leu Gin Glu 

165 170 175 

ate ata etc ace tte gaa aag ate aat aaa ace ege aat gee aga gee 810 
lie lie Leu Thr Phe Glu Lys lie Asn Lys Thr Arg Asn Ala Arg Ala 

180 185 190 

cag tgt gtt ggc tgg cac tec aag aaa agg aga tgg gat gag aaa gcg 858 

38 



i 

Gin cys val Gly Trp His Sen Lys Lys Arg Arg Trp Asp Glu Lys Ala 

195 200 205 210 

tgc caa atg atg ttg gat ate agg aac gaa gtg aaa tgc cgc tgt aac 906 

Cys Gin Met Met Leu Asp He Arg Asn Glu val Lys Cys Arg cys Asn 

215 220 225 

tac acc agt gtg gtg atg tct ttt tec att etc atg tec tee aaa teg 954 
Tyr Thr Ser Va1 Val Met Ser Phe Ser lie Leu Met Ser Ser Lys Ser 

230 235 240 

atg acc gac aaa gtt ctg gac tac ate acc tgc att ggg etc age gtc 1002 
Met Thr Asp Lys Val Leu Asp Tyr lie Thr cys lie Gly Leu Ser val 

245 250 255 

tea ate eta age ttg gtt ctt tgc ctg ate att gaa gee aca gtg tgg 1050 
Ser lie Leu Ser Leu Val Leu Cys Leu lie lie Glu Ala Thr Val Trp 

260 265 270 

tec egg gtg gtt gtg aeg gag ata tea tac atg cgt cac gtg tgc ate 1098 
Ser Arg val Val Val Thr Glu lie Ser Tyr Met Arg His val Cys lie 
275 280 285 290 

gtg aat ata gea gtg tec ctt ctg act gee aat gtg tgg ttt ate ata 1146 
val Asn lie Ala val ser Leu Leu Thr Ala Asn Val Trp Phe lie lie 

295 300 305 

ggc tct cac ttt aac att aag gee cag gac tac aac atg tgt gtt gca 1194 
Gly Ser His Phe Asn lie Lys Ala Gin Asp Tyr Asn Met Cys Val Ala 

310 315 320 

gtg aca ttt tte age cac ttt ttc tac etc tct ctg ttt ttc tgg atg 1242 
Val Thr Phe Phe Ser His Phe Phe Tyr Leu Ser Leu Phe Phe Trp Met 

325 330 335 

etc ttc aaa gea ttg etc ate att tat gga ata ttg gtc att ttc cgt 1290 
Leu Phe Lys Ala Leu Leu lie lie Tyr Gly lie Leu val lie Phe Arg 

340 345 350 

agg atg atg aag tec cga atg atg gtc att ggc ttt gee att ggc tat 1338 
Arg Met Met Lys Ser Arg Met Met Val lie Gly Phe Ala lie Gly Tyr 
355 360 365 370 

39 



ggg tgc cca ttg ate att 
Gly Cys Pro Leu lie lie 
375 

gag aac ggc tac atg aga 
Glu Asn Gly Tyr Met Arg 
390 

acc aaa gcc ctt tta gca 
Thr Lys Ala Leu Leu Ala 
405 

gta aat ctg att gtg gtt 
val Asn Leu lie val val 
420 

tct att ggc agt tec aag 
Ser lie Gly Ser Sen Lys 
435 440 
age aaa aat gtt gee ate 
Ser Lys Asn val Ala lie 
455 

ttt gga ata gee act etc 
Phe Gly lie Ala Thr Leu 
470 

att ttt gcc ttg etc aat 
lie Phe Ala Leu Leu Asn 
485 

gga ace att atg gat eac 
Gly Thr lie Met Asp His 
500 

tct tea ctg aag ggg aaa 
Ser Ser Leu Lys Gly Lys 
515 520 
cca ace aat gga tct aaa 
Pro Thr Asn Gly Ser Lys 



get gte act aca gtt get 
Ala val Thr Thr val Ala 
380 

cet gag gee tgt tgg ctt 
Pro Glu Ala Cys Trp Leu 
395 

ttt gcc ate ccg gcg ttc 
Phe Ala lie Pro Ala Phe 
410 

ttg gtt gtt get gte aac 
Leu val val Ala val Asn 
425 430 
tct cag gat gtg gte ata 
Ser Gin Asp val val lie 
445 

etc act cca ctg ctg gga 
Leu Thr Pro Leu Leu Gly 
460 

ata gaa ggc act tee ttg 
lie Glu Gly Thr Ser Leu 
475 

get ttc cag ggt ttt ttc 
Ala Phe Gin Gly Phe Phe 
490 

aag ata aga gat get ttg 
Lys lie Arg Asp Ala Leu 
505 510 
teg agg gca get gag aat 
Ser Arg Ala Ala Glu Asn 
525 

tta atg aat egt caa gga 
Leu Met Asn Arg Gin Gly 
40 



ate aca gag cca 1386 
lie Thr Glu Pro 
385 

aac tgg gae aat 1434 
Asn Trp Asp Asn 
400 

gte att gtg get 1482 

val lie val Ala 

415 

act cag agg cec 1530 
Thr Gin Arg Pro 

att atg agg ate 1578 
lie Met Arg lie 

450 

ctg acc tgg ggt 1626 
Leu Thr Trp Gly 
465 

aeg ttc eat ata 1674 
Thr Phe His He 
480 

ate ctg ctg ttt 1722 

lie Leu Leu Phe 

495 

agg atg agg atg 1770 
Arg Met Arg Met 

gca tea eta ggc 1818 
Ala ser Leu Gly 
530 

tgaaatgctg ceccat 1870 



4 





bob 




540 
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ttctcatgga 


^ ^ ^ta M M 

tgtcctgaga 


ccaagagggg 


agatccagga 


gaaagaggcc 


atggaaagca 




ggctggagtg 


aggaggaarg 


gtcatgcttc 


cttggaagac 


tttctcttct 


tgtcaggagt 


lyyu 


0^ ^ ^ ^ ^ 0% 

gactcccaag 


ctcttggtcg 


gccgaagaaa 


aactgaggat 


aacatttgct 


gactgggctt 


one A 


^ ^ ^ ^ ^ ^ 

tadggagca L 


gat L ta tgga 


ccccttaacc 


xacccgtgcc 


ctgcaagagg 


ctggcttctt 


"51 1 n 


^ ^ -~i ^ /~ +- ^ 

ggtCdd tctt 


gactaga L ta 


agagtcaatc 


tgcaagccat 


•4- -f- -f- '-« -4- /~, y~, -f- 

tttatggtct 


ccctggccag 


^ 1/U 


ctgggggctg 


tagggccctg 


ctgggcttgg 


tcgtctttca 


ctcctgaggc 


ctgctctgtg 




gctccatagc 


tcagtcctcc 


atcactctgc 


gtggatcctg 


ggtactttgg 


acagtgaggg 




ttcgatccaa 


ttttaggggt 


agggttgggg 


gtgggagtgg 


gagtgtgggt 


tggcaggagg 




aagaatgagt 


ctactttgga 


gacaattaag 


tcatggtacg 


tttcctaaag 


atagggaacg 




gaagaaaagc 


aagagaactg 


tttaatatgc 


tgattatttt 


agtctatttt 


agaccttgag 


2470 


taaactaatt 


tagcttctag 


gatccaagtt 


tccttatttg 


tgaaacagga 


aaaaaaaatt 


2530 


cttgtaggta 


ttactgtttg 


tgtgtttgag 


tttactgcac 


atgtttgtgt 


ttgtgtatat 


2590 


gtgtctttta 


aaaatactat 


atataaagaa 


gattctggtt 


gttattttag 


acataaacga 


2650 


atatatgtac 


ctttcac 
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<400> 30 














agaggtatga 


tgagatccat 


ttgtaaaggc 


cctaatacta 


gtataatcct 


ggggcaaaaa 


60 


acaaatctat 


taagcctgat 


taaccagctt 


ctccagggcc 


aagctgttgg 


gggtgaggtg 


120 


cagcccgaag 


cagccagacc 


agcccctgag 


cctcccgggt 


gctggcagct 


gtc atg 


176 



Met 
1 



ggg eta ccc tgg ggg cag cct cac eta ggg ctg cag atg etc etc ctg 224 

Gly Leu Pro Trp Gly Gin Pro His Leu Gly Leu Gin Met Leu Leu Leu 

5 10 15 

gcg ttg aac tgt etc egg cee age etg age etg gag etg gtg eee tac 272 

Ala Leu Asn cys Leu Arg Pro Ser Leu Ser Leu Glu Leu val Pro Tyr 

20 25 30 

41 



aca cca cag ata aca get 
Thr Pro Gin lie Thr Ala 
35 

acc ttc tec ctg gag cag 
Thr Phe Ser Leu Glu Gin 
50 55 
gcc age gat acc gtc tgg 
Ala Ser Asp Thr val Trp 
70 

ggc ttc cag aac ccg gag 
Gly Phe Gin Asn Pro Glu 
85 

ctg ctg acc gat ggc cac 
Leu Leu Thr Asp Gly His 
100 

ctg ccc tgt ggc gac ccc 
Leu Pro Cys Gly Asp Pro 
115 

egg gtg ggc eat gac cac 
Arg val Gly His Asp His 
130 135 
ccc etc ect ggc cct gga 
Pro Leu Pro Gly Pro Gly 
150 

acc agg ggc tea ccc agg 
Thr Arg Gly Ser Pro Arg 
165 

etc cac caa ggg aag acc 
Leu His Gin Gly Lys Thr 

180 

ega agt ggc age atg ate 
Arg Ser Gly Ser Met lie 



tgg gac ctg gaa ggg aag 
Trp Asp Leu Glu Gly Lys 
40 45 
ccg egc tgt gtc ttc gat 
Pro Arg Cys Val Phe Asp 
60 

etc gtg gtg gee ttc age 
Leu val val Ala Phe Ser 
75 

aca ctg get gac att ccg 
Thr Leu Ala Asp lie Pro 
90 

tac atg acg ctg ccc ctg 
Tyr Met Thr Leu Pro Leu 
105 

atg gcg ggc age gga ggc 
Met Ala Gly Ser Gly Gly 
120 125 

ggc tgc cac cag cag ccc 
Gly Cys His Gin Gin Pro 
140 

ccc tat egg gtg aag ttc 
Pro Tyr Arg Val Lys Phe 
155 

get gag acc aag tgg tea 
Ala Glu Thr Lys Trp Ser 
170 

ccc gga tec ate gac acc 
Pro Gly Ser lie Asp Thr 
185 

gtc att ace tec ate etc 

val lie Thr ser He Leu 
42 



gtc aca gee ace 320 
val Thr Ala Thr 

ggg ctt gcc age 368 
Gly Leu Ala ser 
65 

aat gcc tec agg 416 
Asn Ala Ser Arg 
80 

gee tee cca cag 464 
Ala Ser Pro Gin 
95 

tct ccg gac cag 512 

Ser Pro Asp Gin 

110 

gcc ccc gtg ctg 560 
Ala Pro val Leu 

ttc tgc aac gcg 608 
Phe Cys Asn Ala 
145 

etc ctg atg gac 656 
Leu Leu Met Asp 
160 

gac ccc ate act 704 
Asp Pro lie Thr 
175 

tgg cca ggg egg 752 

Trp Pro Gly Arg 

190 

tct tct ctg gee 800 
Ser Ser Leu Ala 



195 200 205 

ggc etc eta etc ttg gee ttc ttg gca gee tet ace atg egc ttc tec 848 
Gly Leu Leu Leu Leu Ala Phe Leu Ala Ala Ser Thr Met Arg Phe ser 
210 215 220 225 

age ctg tgg tgg ccg gag gag gcc ccg gag cag etg egg ate ggc tec 896 
Ser Leu Trp Trp Pro Glu Glu Ala Pro Glu Gin Leu Arg lie Gly ser 

230 235 240 

ttc atg ggc aag egc tac atg ace cac cac ate eca ccc age gag gcc 944 
Phe Met Gly Lys Arg Tyr Met Thr His His lie Pro Pro Ser Glu Ala 

245 250 255 

gee aca etg ccg gtg ggc tgc aag cct ggc ctg gae ccc etc ccc age 992 
Ala Thr Leu Pro val Gly Cys Lys Pro Gly Leu Asp Pro Leu Pro Ser 

260 265 270 

etc age ccc tagectggee tctttgcatg gggctggggg agatggggc 1040 
Leu Ser Pro 

275 



geegggagtg 


agtgcatggt 


gctttgtccc 


agctcctgea 


cecacaggcc 


ccctcagggc 


1100 


tccttgeett 


teeeccecac 


cagcacacce 


cgtaccctgc 


ctggaatcec 


agcaccagcc 


1160 


eecctgecte 


tectctgect 


ttctggtttc 


tetccctetc 


caagcatctg 


taagttgcac 


1220 


tcaggagggt 


ttaggggagg 


gccatgggea 


ggetggtete 


gtgatagtga 


gtgagtgcte 


1280 


atgggatetg 


gttgtttaga 


agcatgcagc 


acctcctget 


teactetetc 


tgtctctcet 


1340 


getceaceat 


ggecagaaac 


gtgectgett 


ecccttegcc 


ttctgccgtg 


attgtcagtt 


1400 


tettgaggge 


tecccagcea 


tgcttcctgt 


acageetgea 


aaactgtgag 


teaattaaac 


1460 


etcttttett 


cataaatc 










1478 
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